Alignment of sequences of the block 10 of PvMSP-1 found in parasites infecting 41 patients. Five sequences
(1, 11, 11, VI and VIl corresponding to 73% of all sequences) are identical to the sequences of recombinant
antigens used in serology (BR07, BP13, BP29, BP01, BP39, respectively). Sequences IV and V are quite

similar to BP29 antigen (74.0% and 67.1% of amino acid similarity, respectively), whereas VIl sequence has
63.7% of identity with BPO1 antigen.
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