A Primer set

cDNA dilution Log dilution Average CT W Primerset cDNA dilution Log dilution Average CT
ZFAS1-1 1/20 -1.30 20.43 ZNFX1-1 1/20 -1.30 22.45
1/40 -1.60 20.88 1/40 -1.60 23.42
1/80 -1.90 22.00 1/80 -1.90 24.30
1/160 -2.20 23.15 1/160 -2.20 25.45
Slope -3.07 Slope -3.28
Efficiency 1.98 Efficiency 1.97
Primer set cDNA dilution Log dilution Average CT jPrimer set cDNA dilution Log dilution Average CT
ZFAS1-2 1/20 -1.30 22.44 ZNFX1-2 1/20 -1.30 24.45
1/40 -1.60 22.98 1/40 -1.60 24.66
1/80 -1.90 23.94 1/80 -1.90 25.45
1/160 -2.20 24.93 1/160 -2.20 26.55
Slope -2.79 Slope -2.353487228
Efficiency 2.28 Efficiency 2.660121004
B ZFAS1 -1 y=-3.0747x+16.225 ZFAS1 -2 y=-27911x+ 18.681
R2 = 0.9682 R2 = 0.9838
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