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Supplementary Figure S2. Parity rule 2 (PR2) bias plots.

PR2 plots were constructed for whole genome and individual ZIKV coding sequences, indicated as “All” and
one letter gene codes respectively. (A) Whole genome. (B) C. (C) prM. (D) E. (E) NSI. (F) NS24. (G) NS2B.
(H) NS3. (I) NS4A4. (J) NS§4B. (K) NS5.



