
p53 isoform Δ133p53 promotes efficiency of induced pluripotent stem cells and 

ensures genomic integrity during reprogramming 
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Supplementary Figures
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SUPPLEMENTARY FIGURE LEGENDS 
 

Supplementary Figure 1 Confirmation on characteristics of iPS cell colonies used in 

karyotype analysis. More than 5 reprogramming cell colonies from each treatment were 

separately picked into a new 12-well plate for further expansion at 25-30 dpi. At passage 4, 

part of cells were subjected to AP staining. AP positive colonies were used for further analysis. 

(a) Western blot analysis of iPS cell marker gens: OCT4 (upper panel) and NANOG (middle 

panel) in the AP positive colonies. CCD-1079sk cells were used as the negative control. 

Human ES cells of lines H1 and H14 were used as the positive control. (b) Immuno-staining 

or co-immuno-staining of iPS cell marker genes in the AP positive colonies as indicated. 1st 

panel: TRA-1-81 in red; 2nd panel: Nanog in red; 3rd panel: OCT4 in green and SSEA4 in red; 

4th TRA-1-60 in green and SOX2 in red. DAPI for nuclear staining in blue. 

 

Supplementary Figure 2 The injections of iPS cells induced by 4 Yamanaka factors or by 4 

factors plus with Δ133p53 produced correspondingly 3 teratomas each. Histological analysis 

of haematoxylin and eosin stained sections revealed features of (from top to bottom): 

endoderm (respiratory epithelial-like tissue), mesoderm (cartilage-like tissue), and ectoderm 

(neuroepithelial-like tissue). 

 

 

Supplementary Table S1: PCR Primers  

Primers for lentivirus constructs 

HuΔ133p53-BamH1-For CGCTGGATCCACCATGTTTTGCCAACTGGCCAAGA 

HuΔ133p53-Nhe1-Rev ACGTGCTAGCTCAGTCTGAGTCAGGCCCTTCTGT 

Xho1-U6-For CGTA CTCGAGGGTACCAAGGTCGGGCAGGA 

U6-BamH1-shΔ133p53-Sal1- Rev

TAGCGTCGACAAAAACTTGTGCCCTGACTTTCAATCTC

TTGAATTGAAAGTCAGGGCACAAGCCCGGATCCCGGT

GTTTCGTCCTTTCCACA 

Oligo-of-shp53-Cloning-For 
GATCCGGGCAATGGTTCACTGAAGACCTTCAAGAGAG

GTCTTCAGTGAACCATTGTTTTTG 

Oligo-of-shp53-Cloning-Rev 
TCGACAAAAACAATGGTTCACTGAAGACCTCTCTTGAA 

GGTCTTCAGTGAACCATTGCCCG 

Oligo-of-shSTD-Cloning-For GATCCGGGACGTGACACGTTCGGAGAATTCAAGAGATT



CTCCGAACGTGTCACGTTTTTTG 

Oligo-of-shSTD-Cloning-Rev 
TCGACAAAAAACGTGACACGTTCGGAGAATCTCTTGA

ATTCTCCGAACGTGTCACGTCCCG 

Primers for qRT-PCR in human cell line 

Hu d133p53qPCR i4 For TGGGTTGCAGGAGGTGCTTAC 

Hu d133p53qPCR i4 Rev CCACTCGGATAAGATGCTGAGG 

Hu Full p53qPCR For TGGAGGAGCCGCAGTCAGAT 

Hu Full p53qPCR Rev GCAGGGGCCGCCGGTGTAGGAG 

Hu β-Actin qPCR For TGGTGGGCATGGGTCAGAAGGAT 

Hu β-Actin qPCR Rev CCAGAGGCGTACAGGGATAGCAC 

 

 


