
Fig. S3. Growth acceleration of single deletion mutants. 
Relative biomass of fungal deletion mutants and wild-type 
isolate UK7 was determined by qPCR at 14 dpi on barley cv. 
‘Ingrid’. Wild-type references are associated to the mutants to 
the right. Bars represent the 95% confidence intervals. N-
values are given above bars.
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