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Legends to Supplementary figures

Fig. S1. Peptides' effect on the viability of bronchial epithelial cells in Hank’s buffer. About
4x10* wt-CFBE (A) or AF508-CFEBE (B) cells suspended in culture medium were plated in wells of
a microtiter plate. After overnight incubation at 37 °C in a 5% CO, atmosphere, the medium was
removed and replaced with 100 ul Hank’s supplemented with the peptides at different
concentrations. After 2h, cell viability was determined by the MTT reduction to insoluble formazan.
Cell viability is expressed as percentage with respect to the control (cells not treated with the

peptide). All data are the mean of a representative single experiment, performed in triplicate.

Fig. S2. Proteolytic activity of elastase from human neutrophils on both Esc(1-21) and Esc(1-
21)-1c. Mass spectrometry profile of the two peptides immediately after enzyme addition (A, B)
and after 5h (C, D) or 24h (E, F) incubation with the enzyme are reported. Molecular masses for
intact peptides and proteolytic fragments produced by elastase treatment are indicated. Insets within
each panel show HPLC profile of a peptide. The retention time of the intact peptide is also indicated
(18 min). The tables show the mass spectra peaks and the corresponding cleavage fragments.
Proteolytic sites of the enzyme on the two peptides are indicated by the arrows. D-amino acids are

in italics and underlined.

Fig. S3. Proteolytic activity of elastase from P. aeruginosa on both Esc(1-21) and Esc(1-21)-1c.
As indicated in the legend to Fig. S2, HPLC and mass spectra of each peptide immediately after
enzyme addition (A, B) and after 5h (C, D) or 24h (E, F) incubation with the enzyme are reported.
Molecular masses for intact peptides and proteolytic fragments produced by elastase treatment are
indicated. The tables show the mass spectra peaks and the corresponding cleavage fragments.
Proteolytic sites of the enzyme on the two peptides are indicated by the arrows. D-amino acids are

in italics and underlined.



Fig. S4. Proteolytic activity of elastase from human neutrophils on LL-37. HPLC (A-C) and
mass spectrometry profiles (D-F) of the peptide immediately after enzyme addition (A, D) and after
5h (B, E) or 24h (C, F) incubation with the enzyme are reported. Molecular masses for intact
peptides and proteolytic fragments produced by elastase treatment are indicated. Retention time of
intact peptide is also indicated (23,9 min). Proteolytic sites of the enzyme on LL-37 are indicated by

the arrows.

Fig. S5. Proteolytic activity of elastase from P. aeruginosa on LL-37. HPLC (A-C) and mass
spectrometry profiles (D-F) of the peptide immediately after enzyme addition (A, D) and after 5h
(B, E) or 24h (C, F) incubation with the enzyme are reported. Molecular masses for intact peptides
and proteolytic fragments produced by elastase treatment are indicated. Retention time of intact
peptide is also indicated (23,9 min). Proteolytic sites of the enzyme on LL-37 are indicated by the

arrows.
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Fragment Sequence MW (Da) Fragment Sequence MW (Da)
X WL DR
Esc(1-21) GIFSKLAGKKIKNLLIS 2,185 Esc{1-21)-1c GIPSMGKKIKNELIgGLEG 2,185
1-16 GIFSKLAGKKIKNLLI 1,743 521 KLAGKKIKNLILISGLKG 1,781
5-16 KLAGKKIKNLLI 1,338 7-21 AGKKIKNILISGLKG 1,539
7-16 AGKKIKNLLI 1,096 12-21 KNILISGLKG 1,041
1-11 GIFSKLAGKKI 1,160
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LL37 1 LLGDFFRKSKEKIGKEFKRIVQRIKDFLRNLVPRTES 37 4,493 Da
Fragment 1-24 1 LLGDFFRKSKEKIGKEFKRIVQRI 24 2,936 Da Fragment 21-37 21VQRIKDFLRNLVPRTES 37 2,070 Da
Fragment 1-21 1 LLGDFFRKSKEKIGKEFKRIV 21 2,538 Da Fragment 22-37 22 QRIKDFLRNLVPRTES 37 1,971 Da
Fragment 1-20 1 LLGDFFRKSKEKIGKEFKRI 20 2,439 Da Fragment 25-37 25 KDFLRNLVPRTES 37 1,574 Da
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Fragment 1-23

Fragment 1-19
Fragment 1-16
Fragment 1-12

! LLGDFFRKSKEKIGKEFKRIVQRZ 2,823 Da
" LLGDFFRKSKEKIGKEFKR'® 2,326 Da
" LLGDFFRKSKEKIGKE'® 1,895 Da
" LLGDFFRKSKEK'? 1,467 Da
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