Upstream Molecule Pre_dmt.ed Activation p-value of
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complex Activated 2.408 5.06E-05
cytokine Activated 2.273 2.32E-11
cytokine Activated 2.024 2.18E-06

cytokine Activated 2.000 4.79E-05
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Additional file 5. Upstream analysis of the gene expression signature of Tcm cells from HIV. Upstream
molecules related with the gene expression signature of HIV' Tcy cells are associated with inflammatory
signaling through CCLS5, IL1B, TNF-a, and NFxB pathways. These upstream molecules had the highest z-score

using IPA.



