gblCP011968.1|_C.difficile ATCC 9689
ERR126271
81 4i|291482100_C. difficille_M120
%l ERR126270
75 ERR232396
] 100
ERR232395
SRR1514909
88| oo [ ZZV14-6345
95| 2v/14-6383
77V14-6387
SRR1564710
ERR232400
ERR232399
ERR232398
SRR1564711
77V15-6598
140 | Z2V14-6388
1ZZV15-6597
- 77V14-6153
77V14-6048
62} zzv14-6154
77V13-5731
77V14-5902
Z2V14-6009
77V14-6044
77V14-6045
77V14-6150
gi|C.sordelli_ ATCC9714

98| 9

96

96

50

75

——o
0.02

Figure S2. Phylogenetic relationship of C. difficile strains based on rpoB gene sequences. The
maximum likelihood phylogenetic tree was constructed in MEGA 6.
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