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Supplemental Fig 1. DNM2 high expression in ALL cohort study
The microarray data for DNM2 (1555895 at) expression generated
with MegaSampler (n=3581, MAS5.0) from human oncogenomics
sever crossing all microarray database, which includes B-ALL, T-ALL,
Mixed ALL (M ALL), T-CLL, and normal control (N B cells, N
leukocytes and common reference) cohort studies.
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Supplemental Fig 2 Clinical Features of DNM2 high
expression in T-ALL
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Supplemental Fig 3 lkaros binds to the promoter of DNM2 in primary B-ALL
cells from different patients identified by ChlP-seq (21). Anti-IK-cts: anti-lkaros c-
terminal antibody; anti-IK-H: anti-lkaros N-terminal antibody .
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Supplemental Fig 4 Negative correlation of Ikaros expression
with DNM2 in 207 (A) and 98 (B) B-ALL patients cohort. Data
generated from human oncogenomics sever with GEO
database (GSE11877 and GPL15088)



N=124; R=-0.388;P=8.7e-06
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Supplemental Fig 5 Negative correlation of lkaro

S expression

with DNM2 in 124 (A) and 92 (B) T-ALL patients cohort. Data
generated from human oncogenomics sever with GEO database

(GPL570 and GSM267399)
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