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SUPPLEMENTARY FIG. S1. Amino acid sequence alignment of VHH targeting DKK1 derived from a llama immu-
nized library. Sequencing of the 14 isolated clones resulted in the identification of 7 unique clones. The sequence numbering
is according to Chothia [1] where according to whom the different FR and CDR are identified. The sequences of G5 and H7
are highlighted in bold. CDR, complementary-determining region; DKK1, Dickkopf 1 homolog; FR, framework residues.


