Negative feedback regulation of ABA biosynthesis in peanut
(Arachis hypogaea): a transcription factor complex inhibits
AhNCED1 expression during water stress
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Supplementary Figure S1 Expression of AWNAC2 in response to ABA.
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Supplementary Figure S2 AhNAC2 or AhAREB1 protein accumulation is affected by ABA treatment in

corresponding over-AhNAC2-GFP or over-AhAREB1-GFP transgenic A. thaliana lines. (a) The effect of ABA on

AhNAC2-GFP protein levels with or without MG132 pretreatment in a p35S::AhNAC2-GFP A. thaliana line. (b) The

effect of ABA on AhNAC2-GFP protein levels in a p35S::AhAREB1-GFP A. thaliana line.



TTCAAAAAGGATGACATTATTTGACTTGAAATGGAGTTTAAGAAAAAGAAAAAAGATTTTTTAATT TTATAATTCTAAATTAAAGTTGTG
TCAAATATACCAAAATGCGCTTTAATTTTATGATCTTAAATATGTCACGTGGCAAGTTAAAGTTAAAATGTTACAAAAAAATAAATGAATA
ATTCTTTTTGAAACAGACTTAAAAGGAAACATGGTCATTCTTTTTTAAATGGAAGGAATATTTAAATTTCTAAATTAAAAAACATCCAICT
ACGATTAAATGTAATTGTAATAAAATAAAATGTTTCTACAATTTTTTTAAGAAAGAATTATGTTATAATTTCTTCTTTCTTAATTTATGTAATC
TTTTTATTGAAAATTTTTCAAAAGGATAACATTTTTAAAT TTAGTATAAATTATAATTTAACCTTTTTTTTTAAAAATATATG TAAGTAATATT
ATGACATAAATTGAAATTAGAGGAGTAGATTATTTACGCCTTCAACATGAGCGEGTGAGGAAGTAGGCAAAGAAACACTTTTATAGTTG
CTGCACATTTTATGAAACAATAAAAAGTGCGCAITCAATAGTACTGCTCACTCCTGACTACTGCTTTGGCGAGTTGTTAACATGTTTTTTT
TTATTAGGATGGTGCACCATAAAATTTATTTTTTTTCATATTTAAGATTTGAATTATGATTTTTTCAGTATTCAAATTTTAAACTTTTAGTTAA
AGCACGAGTGGAAATCAATTTACCTTTT TAGTTATATGTTAAACAT TTAATTAATTGTATAATTTATTTGTTTTTTTTATATAAGAAGCTAGC
AAATAACAATAGATAAATTTTAAAAATATTATACCTAAAAATTTTGATTTATTTCTTATTCAATTCGTCCTTATATACATTTTCTCAGTTCAAA
TAGAATCGTCCACAAGAACTTCGCATTTTCTTTAAACACATATAATCCTTTAAATTTGCTCTTATTTTTTATTT TCATAATCTATCTTAGTCTT
GTTTCATTTTGATCCTCATGCTTCTTTTTCAAATAAAGCTAAGGGGTTAAAATGAAATAAGACTAAGCTAGAGTGTCAATATGAAAAACG
AGGGCATGTTAACATGACTATCTATGTATTTGGTCTCTCTT TTATTTTAT TTATCTAATTTTAACTTGACATGCAAATAACACTAATAAAAAT
AAATTTAGTGAAATTTTAAAAATTTTAAATTTGAAAAGGATAAAATATATCCGATGTTATCACTATATCTCCTAGGTAGATATAGATTGTTTT
AAAAAAATTATCAATCCAAATAAATTAATGCAGTGATAAAAAAAATATTACGAATAATAGCAAAGTAGTGCATAGCATATATGCAAGAGAT
CATATACTTGGAATATCAAACTACATTATATAAAATGAGATGAAGGGAGTATCAACTTTTTTTTGTATTTATTTAAAAGAAATGTATTGAGA
ACACTCCTAAACTACGCATGAATTATTAGTTTCATTCTTGAATTATTGACAGAACTAAAGACACTTATTTAGTTGACTAACTAGACTAAAAT
ACACCATAATTTTGTAATATGAGCGAAACACCTCAAAATTTCTCATTAAATTTTAGGAATACTTTCAATACTTTTCTCATTTTTATTAATAAT
CTCATTCTCCTACAAAAGTTTACGCTCATTTGTTATGTEGIGT TGCATATCAATACTTGTCGTTGGT TTATTTAAT TGAATTTTCGATTTATG
AGTTTGACATTAATACCCCTACCCATTATGTTGCTCCCAAGTGACCTTCTCACAAATACCACCACGTGCTCTTCTCTTAGATGTCTAAGGT
GGACCTTCGTTCCCCTCTTCACCATACACACTCCCTTTTTTTCCTCAAACATCTTCTTCTATTTAAACCCTCTTCTTTCCCTCTCTCTTCTAC
TCAACCCCAACAATTCTCTTTTCTCCCTTTITTTTTTCCTCTCTTCAAAGAAGGAAAAAAAAAT

Supplementary Figure S3 The bioinformatics analysis of the 2000-bp upstream region of NCED1 in tomato. The

yellow highlights indicates ABRE cis-acting elements and green indicates cis-acting core NACRE elements.



Supplemental Table 1 Primers used in the paper

Name Sequence

Actin QF GATTGGAATGGAAGCTGCTG

Actin QR CGGTCAGCAATACCAGGGAA

adh3F QR GACGCTTGGCGAGATCAACA

adh3F QR AACCGGACAACCACCACATG

pN1-F GCAAGCGTGTGGGGTAGTAA

pN1-R GAGTGAGAGTTGAGAGTGTC

pN2-F CAACAAACAAACCAAAATGC

pN2-R TAGGAGGGGTGTGAAGAAGA
pN3-F TAATAAAGCAAAAGAAACTCAATTTA
pN3-R TGAGAAAGTTGAGGGATGAGGGGAG
pN4-F CCTTTCCTTTCTCTTGTTATTTCCA
pN4-R TGATACACTGCCACGAACACTCTAC
pN5-F TCTTGATCACTTATTGGCAATCCAACT
pN5-R TTGATTGAAGAATAGTAATGGGTGGT
pN6-F ACTCACAAACCACCTCTC

pN6-R GCAAGTAAGTAGCAGGGG
AhNCED1 QF TTACCTGTGGGATTGTTTGC

AhNCED1 QR ACATGAGCCTCTACTTCTGC




Full-length gels and blots

Figure 2b Anti-GST Figure 2b Anti-AhNAC2

Figure 4b Figure 4c

Figure 5b AhAREB1 Figure 5b AhAREB1 loading Control
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Figure 5b AhNAC2

Figure 5b AhNAC2 loading Control

Figure 6a AhNAC2
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Figure 6b AhNAC2 loading Control

Figure 6b AhNAC2



Figure 6c AhRNAC2

Supplementary Figure S2a Supplementary Figure S2a loading control

Supplementary Figure S2b Supplementary Figure S2a loading control



