m E2F/DP
WOX
uNF-YB
u|BD
m GeBP
mBBR-BPC
mBES1
NF-YC
u GATA
mNF-X1
m CO-like
uB3
m Dof
HB-other
mEIL
m Trihelix
mHD-ZIP
s MYB
mERF
WRKY
mFAR1
uNAC
mMYB_related
m ARF

<

u SRS

= M-type
GRF
CPP
STAT

= Whirly

uNF-YA

uHB-PHD
DBB
vOz
AP2

u SBP

1 ARR-B

uMIKC
Nin-like
G2-like
CAMTA

mHSF

mTALE

m C2H2
bHLH
bZIP
C3H

uGRAS

Figure S4 - Transcription factor distribution by family. Candidate genes were compared by similarity searches (cutoff 1e-100) against the Transcription

Factor Database (TFDB). Among the TF families, GRAS, ARF, C3H, and MYB proteins were the most abundant ones.



