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Figure S2 - Phylogenetic relationship between plant DGAT3 and WS/DGAT protein sequences. The phylogenetic analysis was performed with DGAT
protein sequences from 23 species (19 plant, two algae, one fungus and one bacterium species). The species used in this analysis are listed in Table S1.
Posterior probabilities are labeled above the branches; only values higher than 0.5 are presented. The red and green circles in each DGAT3 and
WS/DGAT clade represent the monocot and eudicot clusters, respectively.



