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Figure S5 - Exon-intron comparison among four DGAT genes (DGAT3, DGAT2, DGAT3 and WS/DGAT) from soybean and Arabidopsis. Exon se-
quences are represented by simple boxes. The size of each exon (in bp) is given. Bars represent introns. The accession number of each gene is given on the
right.



