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Reproduces 3 phases
MD erroneously mixes with NPM1
separates from NPM1

. 5 kgT
. 2 kT

No Bond

J

Reproduces 3 phases
R/G erroneously separates from NPM1

. 5 kgT
. 2 kT

No Bond

K Reproduces totality of experiments

. 5 kgT
. ~1.25 kgT

No Bond

L Reproduces totality of experiments

. -5 kgT
. —2 kT

—5kgT

No Bond




