
 

S2 Fig. Comparison of dimerization interfaces observed in three-dimensional structures of 

GR enzymes. On the left, the six different oligomerization states identified by PISA are shown. For 

clarity, one monomer (magenta) is always shown in the same orientation, and substrate molecules 

identified in the various structures (either D-Glu or D-Gln) are shown with yellow spheres. On the 

right, the surface charge distribution (colored from -5 kbTec
-1 (red) to +5 kbTec

-1 (blue)) of the 

dimerization interface is shown for the BcGR homology model and for representative GRs 

displaying that specific type of dimerization in the crystal structures. The black outline shows the 

position of the second molecule generating the dimer on the contact interface. For BcGR, the 

putative dimeric interface has been generated by superposing two copies BcGR homology models 

on the two monomers of a dimeric structure identified with specific dimerization interface type. 


