S7 Table. Summary of the Hardy-Weinberg equiblium test of the 169 certified DNA markers
with the 101 native varieties.

1)

Locus Marker Rep p-value  Rejected 2)

1 CTVRO1 * 0.1924

4 CUBER410 * 0.5478

8 CUBER918 * 0.1062

9 CUBER920 * 0.6338

12 CUBER939 * 0.0805

13 CUBER951 * 0.0684

14 GRW2011 * 0.3408

17 GRW3011 * 0.3135

18 GSR10S09 * 0.2013

19 GSR10S17 * 0.0056 X
20 GSR10S29 * 0.8076
28 GSR3121 * 0.2444

30 GSR3128 * 0.0059 X
31 GSR3136 * 0.0406 X
33 GSR3138 * 0.0033 X
34 GSR3140 * 0.1780
42 GSR6101 * 0.7697
43 GSR6122 * 0.0020 X
44 GSR6129 * 0.5084
45 GSR6133 * 0.4673
46 GSR6135 * 0.0036 X
48 NSX23 * 0.0959
49 NSX32 * 0.0169 X
51 NSX38 * 0.5999

52 NSX39 * 0.6486

53 NSX43 * 0.3691

58 NSX82 * 0.0250 X
59 NSX84 * 0.0961

60 NSX115 * 1.0000

62 NSX121 * 0.0012 X
63 NSX132 * 0.6547

64 NSX137 * 0.4597

65 NSX141 * 0.6636

66 NSX145 * 0.2653

67 NSX150 * 0.7538

68 NSX153 * 0.3748

69 NSX156 * 0.5377

70 NSX160 * 0.4633

71 NSX162 * 0.3644

72 NSX165 * 0.0056 X
73 NSX169 * 0.1483

74 NSX170 * 0.4661

77 NSX187 * 1.0000

78 SRPEO2 * 0.0029 X
80 SRPEO05 * 0.7385

81 TSRA101 * 0.0002 X
82 TSRA103 * 0.0055 X
86 TSRA110 * 0.0450 X
87 TSRA117 * 0.0040 X
89 TSGR264 * 0.0558

91 TSGR271 * 0.4698

96 NSX70 * 0.7366

99 NSX118 * 0.3334
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242 FO3 > 0.9551
243 F16 ** 0.4321
169 31 138

HWE test for multi allelic data was evaluated by MCMC method (Guo and Thompson, 19947?)

that is implemented on Arlequin (ver. 3.5).
The test was conducted 10 times, then any DNA markers that showed p -value smaller than 0.05

were rejected from the following structure analysis.

1) Representative markers (see Table xx).
2) "x" indicates the rejected markers by p < .05.



