
 

 

Supplementary Table S1: Bacterial strains and plasmids 

Strain or plasmid Relevant characteristics Source or reference 

P. aeruginosa 

PAO1 Prototypic non-mucoid wild-

type strain 

1 

PAO1/ΔwspF wspF knockout of PAO1 

constructed by allelic 

exchange and sequenced 

2 

PAO1/ΔwspFΔpelAΔpslBCD wspF, pelA, pslBCD triple 

knockout of PAO1 

constructed by allelic 

exchange 

3 

PAO1/ΔwspR wspR knockout of PAO1 

constructed by allelic 

exchange 

This study 

PAO1/pBAD-psl PAO1 with psl gene with 

arabinose-inducible BAD 

promoter 

4 



 

 

PAO1/plac-yhjH Tcr; PAO1 containing the 

plac-yhjH vector 

5 

PAO1/ΔpelA pelA knockout of PAO1 

constructed by allelic 

exchange 

6 

PAO1/ΔpslBCD pslBCD knockout of PAO1 

constructed by allelic 

exchange 

6 

PAO1/ΔpelAΔpslBCD pelA and pslBCD double 

knockout of PAO1 

constructed by allelic 

exchange 

6 

PAO1/plac-yedQ Gmr; PAO1 containing the 

plac-yedQ vector 

3 

PAO1/ΔpelA/plac-yedQ Gmr; PAO1/ΔpelA containing 

the plac-yedQ vector 

3 

PAO1/ΔpslBCD/plac-yedQ Gmr; PAO1/ΔpslBCD 

containing the plac-yedQ 

3 



 

 

vector 

PAO1/ΔpelAΔpslBCD/plac-

yedQ 

Gmr; PAO1/ΔpelAΔpslBCD 

containing the plac-yedQ 

vector 

3 

PAO1/pcdrA-gfp Gmr; PAO1 containing the 

pcdrA-gfp vector 

2 

B. cenocepacia 

B. cenocepacia 111 Prototypic wild-type strain 7 

B. cenocepacia/plac-yedQ Gmr; B. cenocepacia 111 

containing the plac-yedQ 

vector 

This study 

B. cenocepacia/ plac-yhjH Tcr; B. cenocepacia 111 

containing the plac-yhjH 

vector 

This study 

K. pneumoniae 

K. pneumoniae KP-1 Prototypic wild-type strain 8 

K. pneumoniae/plac-yedQ Gmr; K. pneumoniae 

containing the plac-yedQ 

This study 



 

 

vector 

K. pneumoniae/ plac-yhjH Tcr ; K. pneumoniae 

containing the plac-yhjH 

vector 

This study 

E. coli 

DH5α F–, ø80dlacZΔM15, 

Δ(lacZYAargF)U169, deoR, 

recA1, endA1, hsdR17(rK–, 

mK+), phoA, supE44, λ–, thi-

1,gyrA96, relA1 

Laboratory Collection 

Plasmids 

pUCp22 Apr Gmr; broad-host-range 

cloning vector 

9 

pRK600 Cmr; ori ColE1 RK2-Mob+ 

RK2-Tra+ ; helper vector for 

conjugation 

10 

plac-yedQ Gmr; pUCP22 carrying the 

yedQ gene 

3 



 

 

plac-yhjH Tcr; pBBR1MCS3 carrying 

the yhjH gene 

5 

pcdrA-gfp Apr Gmr; pUCP22 carrying 

the pcdrA-gfp fusion 

2 

 

Table S2. Summary of genes/ regions that were mutated in the PAO1 control colonies and RSCV isolates 

compared to the PAO1 ancestor. 

Control 1 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 

721718  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789185  Non-coding region 

4699910  Non-coding region 

5242141  Non-coding region 

PA0720 helix destabilizing protein of bacteriophage Pf1 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

  Control 2 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 

721622  Non-coding region 



 

 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

794290  Non-coding region 

794291  Non-coding region 

4699910  Non-coding region 

5242141  Non-coding region 

PA0727 Hypothetical protein 

PA0720 helix destabilizing protein of bacteriophage Pf1 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

  RSCV 1 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 

721622  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

794290  Non-coding region 

794291  Non-coding region 

4699910  Non-coding region 

5242141  Non-coding region 

PA0727 Hypothetical protein 

PA0720 helix destabilizing protein of bacteriophage Pf1 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 



 

 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 

mexT transcriptional regulator MexT 

  RSCV 2 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 

721670  Non-coding region 

721718  Non-coding region 

721725  Non-coding region 

721740  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

789266  Non-coding region 

789332  Non-coding region 

4699910  Non-coding region 

5242141  Non-coding region 

PA0726 Hypothetical protein 

PA0727 Hypothetical protein 

PA2046 Hypothetical protein 

PA0720 helix destabilizing protein of bacteriophage Pf1 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 

  RSCV 3 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 



 

 

721611  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

789266  Non-coding region 

789288  Non-coding region 

790604  Non-coding region 

4699910  Non-coding region 

5242141  Non-coding region 

PA0718 Hypothetical protein 

PA2451 Hypothetical protein 

PA0721 Hypothetical protein 

PA0725 Hypothetical protein 

PA0727 Hypothetical protein 

PA0683 type II secretion system protein 

PA0720 helix destabilizing protein of bacteriophage Pf1 

PA0724 phage coat protein A 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 

  
RSCV 4 

 Region/ Gene with 
mutations 

Functional Group 

64793  Non-coding region 

721670  Non-coding region 

721718  Non-coding region 

721725  Non-coding region 

721740  Non-coding region 



 

 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

789266  Non-coding region 

4699910  Non-coding region 

5242141  Non-coding region 

PA0721 hypothetical protein 

PA0727 Hypothetical protein 

PA0724 phage coat protein A 

PA0720 helix destabilizing protein of bacteriophage Pf1 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 

fha1 Fha domain-containing protein 

  RSCV 5 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 

721670  Non-coding region 

721718  Non-coding region 

721725  Non-coding region 

721740  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

789266  Non-coding region 

794430  Non-coding region 



 

 

PA0726 hypothetical protein 

PA0724 phage coat protein A 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 

fha1 Fha domain-containing protein 

  RSCV 6 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 

721670  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

789266  Non-coding region 

789288  Non-coding region 

PA0727 hypothetical protein 

PA0748 still frameshift probable transcriptional regulator  

PA0724 phage coat protein A 

napA nitrate reductase catalytic subunit 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 

uvrD DNA-dependent helicase II 

  RSCV 7 
 Region/ Gene with 

mutations 
Functional Group 
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64793  Non-coding region 

721670  Non-coding region 

721718  Non-coding region 

721725  Non-coding region 

721740  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

4699910  Non-coding region 

PA0727 hypothetical protein 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 

  RSCV 8 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 

721670  Non-coding region 

721725  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

789266  Non-coding region 

789288  Non-coding region 

789332  Non-coding region 

4699910  Non-coding region 

5242141  Non-coding region 

PA0718 hypothetical protein 



 

 

PA0727 hypothetical protein 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 

  RSCV 9 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 

721670  Non-coding region 

721718  Non-coding region 

721725  Non-coding region 

721740  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

789266  Non-coding region 

789288  Non-coding region 

789332  Non-coding region 

794430  Non-coding region 

4699910  Non-coding region 

5242141  Non-coding region 

PA0718 hypothetical protein 

PA0726 hypothetical protein 

PA0727 hypothetical protein 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 



 

 

  RSCV 10 
 Region/ Gene with 

mutations 
Functional Group 

64793  Non-coding region 

64793  Non-coding region 

721670  Non-coding region 

721718  Non-coding region 

721725  Non-coding region 

721740  Non-coding region 

788573  Non-coding region 

788581  Non-coding region 

789170  Non-coding region 

789185  Non-coding region 

789266  Non-coding region 

789288  Non-coding region 

789332  Non-coding region 

4699910  Non-coding region 

PA0718 hypothetical protein 

PA0727 hypothetical protein 

PA1458 two-component sensor 

exsC exoenzyme S synthesis protein C 

PA2877 transcriptional regulator 

wspF chemotaxis-specific methylesterase 
 

 

Table S3. Mutations identified in the PAO1 control colonies and RSCV isolates compared to the PAO1 ancestor. 

Control 1 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 



 

 

64793 SNV   A A     

64793 SNV   A G     

721718 SNV   A G     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789185 SNV   A A     

789185 SNV   A C     

790219 SNV PA0720 C C   
helix destabilizing protein of bacteriophage 
Pf1 

790219 SNV PA0720 C T   
helix destabilizing protein of bacteriophage 
Pf1 

794612 SNV PA0727 C C   hypothetical protein 

794612 SNV PA0727 C T   hypothetical protein 

794650 SNV PA0727 G C   hypothetical protein 

794650 SNV PA0727 G G   hypothetical protein 

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G T   hypothetical protein 

795304 SNV PA0727 C C   hypothetical protein 

795304 SNV PA0727 C T   hypothetical protein 

795385 SNV PA0727 T C   hypothetical protein 

795385 SNV PA0727 T T   hypothetical protein 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795403 SNV PA0727 C C   hypothetical protein 

795403 SNV PA0727 C T   hypothetical protein 

795406 SNV PA0727 G A   hypothetical protein 

795406 SNV PA0727 G G   hypothetical protein 



 

 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795424 SNV PA0727 C C   hypothetical protein 

795424 SNV PA0727 C T   hypothetical protein 

795434 SNV PA0727 A A   hypothetical protein 

795434 SNV PA0727 A G NP_249418.1:p.Ser312Gly hypothetical protein 

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795742 SNV PA0727 C C   hypothetical protein 

795742 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1587916 SNV PA1458 T C   two-component sensor 

1587919 SNV PA1458 G T NP_250149.1:p.Glu299Asp two-component sensor 

1856056 SNV exsC C C   exoenzyme S synthesis protein C 

1856056 SNV exsC C G   exoenzyme S synthesis protein C 

1856058 SNV exsC A A   exoenzyme S synthesis protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly exoenzyme S synthesis protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4699910 Deletion   C -     

5242141 SNV   G C     



 

 

5242141 SNV   G G     

721663..721664 MNV   TC CT     

794989..794990 MNV PA0727 CT CT   hypothetical protein 

794989..794990 MNV PA0727 CT GC   hypothetical protein 

795009..795010 MNV PA0727 AA AA   hypothetical protein 

795009..795010 MNV PA0727 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 Insertion PA0727 - -   hypothetical protein 

795019^795020 Insertion PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 
 

 

 

 

Control 2 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721622 SNV   C T     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     

789185 SNV   A A     

789185 SNV   A C     

794290 SNV   C C     



 

 

794290 SNV   C T     

794291 SNV   C T     

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G T   hypothetical protein 

795301 SNV PA0727 A A   hypothetical protein 

795301 SNV PA0727 A G   hypothetical protein 

795310 SNV PA0727 C C   hypothetical protein 

795310 SNV PA0727 C T   hypothetical protein 

795313 SNV PA0727 T C   hypothetical protein 

795313 SNV PA0727 T T   hypothetical protein 

795349 SNV PA0727 C C   hypothetical protein 

795349 SNV PA0727 C T   hypothetical protein 

795355 SNV PA0727 T C   hypothetical protein 

795355 SNV PA0727 T T   hypothetical protein 

795370 SNV PA0727 T C   hypothetical protein 

795370 SNV PA0727 T T   hypothetical protein 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795406 SNV PA0727 G A   hypothetical protein 

795406 SNV PA0727 G G   hypothetical protein 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795424 SNV PA0727 C C   hypothetical protein 

795424 SNV PA0727 C T   hypothetical protein 

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 



 

 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1587916 SNV PA1458 T C   two-component sensor 

1587919 SNV PA1458 G T NP_250149.1:p.Glu299Asp two-component sensor 

1587941 SNV PA1458 T G NP_250149.1:p.Ser307Ala two-component sensor 

1587943 SNV PA1458 G A   two-component sensor 

1856056 SNV exsC C C   exoenzyme S synthesis protein C 

1856056 SNV exsC C G   exoenzyme S synthesis protein C 

1856058 SNV exsC A A   exoenzyme S synthesis protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly exoenzyme S synthesis protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4699910 Deletion   C -     

5242141 SNV   G C     

5242141 SNV   G G     

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     

794290..794291 MNV   CC CC     

794290..794291 MNV   CC TT     

794989..794990 MNV PA0727 CT CT   hypothetical protein 

794989..794990 MNV PA0727 CT GC   hypothetical protein 

795009..795010 MNV PA0727 AA AA   hypothetical protein 

795009..795010 MNV PA0727 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 Insertion PA0727 - -   hypothetical protein 



 

 

795019^795020 Insertion PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 
 

 

 

 

 

 

 

 

RSCV 1 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721622 SNV   C T     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     

789185 SNV   A A     

789185 SNV   A C     

794290 SNV   C C     



 

 

794290 SNV   C T     

794291 SNV   C T     

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G T   hypothetical protein 

795301 SNV PA0727 A A   hypothetical protein 

795301 SNV PA0727 A G   hypothetical protein 

795310 SNV PA0727 C C   hypothetical protein 

795310 SNV PA0727 C T   hypothetical protein 

795313 SNV PA0727 T C   hypothetical protein 

795313 SNV PA0727 T T   hypothetical protein 

795349 SNV PA0727 C C   hypothetical protein 

795349 SNV PA0727 C T   hypothetical protein 

795355 SNV PA0727 T C   hypothetical protein 

795355 SNV PA0727 T T   hypothetical protein 

795370 SNV PA0727 T C   hypothetical protein 

795370 SNV PA0727 T T   hypothetical protein 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795406 SNV PA0727 G A   hypothetical protein 

795406 SNV PA0727 G G   hypothetical protein 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795424 SNV PA0727 C C   hypothetical protein 

795424 SNV PA0727 C T   hypothetical protein 

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 



 

 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1587916 SNV PA1458 T C   two-component sensor 

1587919 SNV PA1458 G T NP_250149.1:p.Glu299Asp two-component sensor 

1587941 SNV PA1458 T G NP_250149.1:p.Ser307Ala two-component sensor 

1587943 SNV PA1458 G A   two-component sensor 

1856056 SNV exsC C C   exoenzyme S synthesis protein C 

1856056 SNV exsC C G   exoenzyme S synthesis protein C 

1856058 SNV exsC A A   exoenzyme S synthesis protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly exoenzyme S synthesis protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4145193 SNV wspF A G NP_252392.1:p.Ser252Pro 
chemotaxis-specific 
methylesterase 

4699910 Deletion   C -     

5242141 SNV   G C     

5242141 SNV   G G     

2807694..2807701 Deletion mexT CGGCCAGC - NP_251182.1:p.Gln80fs transcriptional regulator MexT 

2807694..2807701 MNV mexT CGGCCAGC CGGCCAGC   transcriptional regulator MexT 

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     

794290..794291 MNV   CC CC     

794290..794291 MNV   CC TT     

794989..794990 MNV PA0727 CT CT   hypothetical protein 



 

 

794989..794990 MNV PA0727 CT GC   hypothetical protein 

795009..795010 MNV PA0727 AA AA   hypothetical protein 

795009..795010 MNV PA0727 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 Insertion PA0727 - -   hypothetical protein 

795019^795020 Insertion PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 
 

 

 

 

 

 

RSCV 2 

Region Type  Gene 

Original 
sequenc
e 

Sequenc
e Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721670 SNV   A G     

721718 SNV   A G     

721725 SNV   C T     

721740 SNV   C T     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     



 

 

789185 SNV   A A     

789185 SNV   A C     

789266 SNV   C C     

789266 SNV   C T     

789332 SNV   C C     

789332 SNV   C T     

790485 SNV PA0720 T C 
NP_249411.1:p.Met107Th
r 

helix destabilizing protein of bacteriophage 
Pf1 

790486 SNV PA0720 G C NP_249411.1:p.Met107Ile 
helix destabilizing protein of bacteriophage 
Pf1 

790486 SNV PA0720 G G   
helix destabilizing protein of bacteriophage 
Pf1 

793242 SNV PA0726 T G   hypothetical protein 

793242 SNV PA0726 T T   hypothetical protein 

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G T   hypothetical protein 

795296 SNV PA0727 C A NP_249418.1:p.Leu266Ile hypothetical protein 

795296 SNV PA0727 C C   hypothetical protein 

795310 SNV PA0727 C C   hypothetical protein 

795310 SNV PA0727 C T   hypothetical protein 

795313 SNV PA0727 T C   hypothetical protein 

795313 SNV PA0727 T T   hypothetical protein 

795349 SNV PA0727 C C   hypothetical protein 

795349 SNV PA0727 C T   hypothetical protein 

795385 SNV PA0727 T C   hypothetical protein 

795385 SNV PA0727 T T   hypothetical protein 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795403 SNV PA0727 C C   hypothetical protein 



 

 

795403 SNV PA0727 C T   hypothetical protein 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795424 SNV PA0727 C C   hypothetical protein 

795424 SNV PA0727 C T   hypothetical protein 

795432 
Deletio
n PA0727 A - NP_249418.1:p.Ser312fs hypothetical protein 

795432 SNV PA0727 A A   hypothetical protein 

795434 SNV PA0727 A A   hypothetical protein 

795434 SNV PA0727 A G 
NP_249418.1:p.Ser312Gl
y hypothetical protein 

795472 SNV PA0727 G C   hypothetical protein 

795472 SNV PA0727 G G   hypothetical protein 

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795742 SNV PA0727 C C   hypothetical protein 

795742 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1856056 SNV exsC C C   exoenzyme S synthesis protein C 

1856056 SNV exsC C G   exoenzyme S synthesis protein C 

1856058 SNV exsC A A   exoenzyme S synthesis protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly exoenzyme S synthesis protein C 



 

 

2239547 SNV PA2046 T G     

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G 
NP_251567.1:p.Leu293Pr
o transcriptional regulator 

4145673 SNV wspF C A NP_252392.1:p.Glu92* chemotaxis-specific methylesterase 

4699910 
Deletio
n   C -     

5242141 SNV   G C     

5242141 SNV   G G     

2186927^218692
8 

Insertio
n   - C     

721663..721664 MNV   TC CT     

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     

790485..790486 MNV PA0720 TG CC 
NP_249411.1:p.Met107Th
r 

helix destabilizing protein of bacteriophage 
Pf1 

790485..790486 MNV PA0720 TG TG   
helix destabilizing protein of bacteriophage 
Pf1 

794989..794990 MNV PA0727 CT CT   hypothetical protein 

794989..794990 MNV PA0727 CT GC   hypothetical protein 

795009..795010 MNV PA0727 AA AA   hypothetical protein 

795009..795010 MNV PA0727 AA CG 
NP_249418.1:p.Lys170Th
r hypothetical protein 

795019^795020 
Insertio
n PA0727 - -   hypothetical protein 

795019^795020 
Insertio
n PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

RSCV 3 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721611 SNV   C T     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     

789185 SNV   A A     

789185 SNV   A C     

789266 SNV   C C     



 

 

789266 SNV   C T     

789288 SNV   C C     

789288 SNV   C T     

789409 SNV PA0718 C C   hypothetical protein 

789409 SNV PA0718 C G NP_249409.1:p.Ala17Gly hypothetical protein 

789439 SNV PA0718 T C NP_249409.1:p.Val27Ala hypothetical protein 

789439 SNV PA0718 T T   hypothetical protein 

789470 SNV PA0718 A A   hypothetical protein 

789470 SNV PA0718 A G   hypothetical protein 

789473 SNV PA0718 C C   hypothetical protein 

789473 SNV PA0718 C T   hypothetical protein 

789476 SNV PA0718 T C   hypothetical protein 

789476 SNV PA0718 T T   hypothetical protein 

789505 SNV PA0718 G A NP_249409.1:p.Gly49Asp hypothetical protein 

789505 SNV PA0718 G G   hypothetical protein 

790477 SNV PA0720 C C   

helix destabilizing protein of 
bacteriophage 
Pf1 

790477 SNV PA0720 C T   

helix destabilizing protein of 
bacteriophage 
Pf1 

790485 SNV PA0720 T C NP_249411.1:p.Met107Thr 

helix destabilizing protein of 
bacteriophage 
Pf1 

790485 SNV PA0720 T T   

helix destabilizing protein of 
bacteriophage 
Pf1 

790580 SNV PA0720 A A   

helix destabilizing protein of 
bacteriophage 
Pf1 

790580 SNV PA0720 A T NP_249411.1:p.Thr139Ser 

helix destabilizing protein of 
bacteriophage 
Pf1 

790597 SNV PA0720 G C   
helix destabilizing protein of 
bacteriophage 



 

 

Pf1 

790597 SNV PA0720 G G   

helix destabilizing protein of 
bacteriophage 
Pf1 

790604 SNV   C C     

790604 SNV   C G     

790640 SNV PA0721 C C   hypothetical protein 

790640 SNV PA0721 C T   hypothetical protein 

792119 SNV PA0724 C C   phage coat protein A 

792119 SNV PA0724 C T   phage coat protein A 

792124 SNV PA0724 G A NP_249415.1:p.Gly252Asp phage coat protein A 

792124 SNV PA0724 G G   phage coat protein A 

792359 SNV PA0724 C C   phage coat protein A 

792359 SNV PA0724 C T   phage coat protein A 

792401 SNV PA0724 C A NP_249415.1:p.Asp344Glu phage coat protein A 

792401 SNV PA0724 C C   phage coat protein A 

792443 SNV PA0724 T C   phage coat protein A 

792443 SNV PA0724 T T   phage coat protein A 

792455 SNV PA0724 C C   phage coat protein A 

792455 SNV PA0724 C T   phage coat protein A 

792590 SNV PA0724 G A   phage coat protein A 

792590 SNV PA0724 G G   phage coat protein A 

792608 SNV PA0724 C C   phage coat protein A 

792608 SNV PA0724 C T   phage coat protein A 

792696 SNV PA0725 C C   hypothetical protein 

792696 SNV PA0725 C T   hypothetical protein 

794740 SNV PA0727 G A   hypothetical protein 

794740 SNV PA0727 G G   hypothetical protein 

794797 SNV PA0727 T C   hypothetical protein 

794797 SNV PA0727 T T   hypothetical protein 



 

 

794806 SNV PA0727 T C   hypothetical protein 

794806 SNV PA0727 T T   hypothetical protein 

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G T   hypothetical protein 

795289 SNV PA0727 C C   hypothetical protein 

795289 SNV PA0727 C G   hypothetical protein 

795296 SNV PA0727 C A NP_249418.1:p.Leu266Ile hypothetical protein 

795296 SNV PA0727 C C   hypothetical protein 

795301 SNV PA0727 A A   hypothetical protein 

795301 SNV PA0727 A G   hypothetical protein 

795304 SNV PA0727 C C   hypothetical protein 

795304 SNV PA0727 C T   hypothetical protein 

795310 SNV PA0727 C C   hypothetical protein 

795310 SNV PA0727 C T   hypothetical protein 

795313 SNV PA0727 T C   hypothetical protein 

795313 SNV PA0727 T T   hypothetical protein 

795349 SNV PA0727 C C   hypothetical protein 

795349 SNV PA0727 C T   hypothetical protein 

795355 SNV PA0727 T C   hypothetical protein 

795355 SNV PA0727 T T   hypothetical protein 

795385 SNV PA0727 T C   hypothetical protein 

795385 SNV PA0727 T T   hypothetical protein 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795403 SNV PA0727 C C   hypothetical protein 

795403 SNV PA0727 C T   hypothetical protein 

795406 SNV PA0727 G A   hypothetical protein 

795406 SNV PA0727 G G   hypothetical protein 



 

 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795424 SNV PA0727 C C   hypothetical protein 

795424 SNV PA0727 C T   hypothetical protein 

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795742 SNV PA0727 C C   hypothetical protein 

795742 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1587916 SNV PA1458 T C   two-component sensor 

1587919 SNV PA1458 G T NP_250149.1:p.Glu299Asp two-component sensor 

1587941 SNV PA1458 T G NP_250149.1:p.Ser307Ala two-component sensor 

1587943 SNV PA1458 G A   two-component sensor 

1856056 SNV exsC C C   exoenzyme S synthesis protein C 

1856056 SNV exsC C G   exoenzyme S synthesis protein C 

1856058 SNV exsC A A   exoenzyme S synthesis protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly exoenzyme S synthesis protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4145318 SNV wspF G T NP_252392.1:p.Ala210Glu 
chemotaxis-specific 
methylesterase 



 

 

4699910 Deletion   C -     

5242141 SNV   G C     

5242141 SNV   G G     

2753522^2753523 Insertion PA2451 - C     

740419^740420 Insertion PA0683 - C NP_249374.1:p.Val73fs type II secretion system protein 

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     

790485..790486 MNV PA0720 TG CC NP_249411.1:p.Met107Thr 

helix destabilizing protein of 
bacteriophage 
Pf1 

790485..790486 MNV PA0720 TG TG   

helix destabilizing protein of 
bacteriophage 
Pf1 

790521..790522 MNV PA0720 TG CA NP_249411.1:p.Val119Ala 

helix destabilizing protein of 
bacteriophage 
Pf1 

790521..790522 MNV PA0720 TG TG   

helix destabilizing protein of 
bacteriophage 
Pf1 

794989..794990 MNV PA0727 CT CT   hypothetical protein 

794989..794990 MNV PA0727 CT GC   hypothetical protein 

795009..795010 MNV PA0727 AA AA   hypothetical protein 

795009..795010 MNV PA0727 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 Insertion PA0727 - -   hypothetical protein 

795019^795020 Insertion PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 
 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

RSCV 4 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721670 SNV   A G     

721718 SNV   A G     

721725 SNV   C T     

721740 SNV   C T     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     



 

 

789185 SNV   A A     

789185 SNV   A C     

789266 SNV   C C     

789266 SNV   C T     

790701 SNV PA0721 G A NP_249412.1:p.Ala29Thr hypothetical protein 

790701 SNV PA0721 G G   hypothetical protein 

792124 SNV PA0724 G A NP_249415.1:p.Gly252Asp phage coat protein A 

792124 SNV PA0724 G G   phage coat protein A 

792443 SNV PA0724 T C   phage coat protein A 

792443 SNV PA0724 T T   phage coat protein A 

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G T   hypothetical protein 

795385 SNV PA0727 T C   hypothetical protein 

795385 SNV PA0727 T T   hypothetical protein 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795403 SNV PA0727 C C   hypothetical protein 

795403 SNV PA0727 C T   hypothetical protein 

795406 SNV PA0727 G A   hypothetical protein 

795406 SNV PA0727 G G   hypothetical protein 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795424 SNV PA0727 C C   hypothetical protein 

795424 SNV PA0727 C T   hypothetical protein 

795432 Deletion PA0727 A - NP_249418.1:p.Ser312fs hypothetical protein 

795432 SNV PA0727 A A   hypothetical protein 



 

 

795434 SNV PA0727 A A   hypothetical protein 

795434 SNV PA0727 A G NP_249418.1:p.Ser312Gly hypothetical protein 

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795742 SNV PA0727 C C   hypothetical protein 

795742 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1587916 SNV PA1458 T C   two-component sensor 

1587919 SNV PA1458 G T NP_250149.1:p.Glu299Asp two-component sensor 

1587943 SNV PA1458 G A   two-component sensor 

1856056 SNV exsC C C   
exoenzyme S synthesis 
protein C 

1856056 SNV exsC C G   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A A   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly 
exoenzyme S synthesis 
protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4145042 SNV wspF C T NP_252392.1:p.Cys302Tyr 
chemotaxis-specific 
methylesterase 

4699910 Deletion   C -     

5242141 SNV   G C     

5242141 SNV   G G     



 

 

721663..721664 MNV   TC CT     

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     

794989..794990 MNV PA0727 CT CT   hypothetical protein 

794989..794990 MNV PA0727 CT GC   hypothetical protein 

795009..795010 MNV PA0727 AA AA   hypothetical protein 

795009..795010 MNV PA0727 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 Insertion PA0727 - -   hypothetical protein 

795019^795020 Insertion PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 

98901^98902 Insertion fha1 - -   
Fha domain-containing 
protein 

98901^98902 Insertion fha1 - TGGCTG NP_248771.1:p.Pro285_Ala286insGlnPro 
Fha domain-containing 
protein 

 

 

RSCV 5 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721670 SNV   A G     

721718 SNV   A G     

721725 SNV   C T     

721740 SNV   C T     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     



 

 

789170 SNV   C T     

789185 SNV   A A     

789185 SNV   A C     

789266 SNV   C C     

789266 SNV   C T     

792608 SNV PA0724 C C   phage coat protein A 

792608 SNV PA0724 C T   phage coat protein A 

793757 SNV PA0726 C C   hypothetical protein 

793757 SNV PA0726 C G NP_249417.1:p.Ala254Gly hypothetical protein 

794001 SNV PA0726 C C   hypothetical protein 

794001 SNV PA0726 C G NP_249417.1:p.Asp335Glu hypothetical protein 

794106 SNV PA0726 G C NP_249417.1:p.Glu370Asp hypothetical protein 

794106 SNV PA0726 G G   hypothetical protein 

794140 SNV PA0726 C C   hypothetical protein 

794140 SNV PA0726 C G NP_249417.1:p.Pro382Ala hypothetical protein 

794195 SNV PA0726 C C   hypothetical protein 

794195 SNV PA0726 C T NP_249417.1:p.Ala400Val hypothetical protein 

794430 SNV   C C     

794430 SNV   C T     

794612 SNV PA0727 C C   hypothetical protein 

794612 SNV PA0727 C T   hypothetical protein 

794629 SNV PA0727 T C   hypothetical protein 

794629 SNV PA0727 T T   hypothetical protein 

794650 SNV PA0727 G C   hypothetical protein 

794650 SNV PA0727 G G   hypothetical protein 

794680 SNV PA0727 G C   hypothetical protein 

794680 SNV PA0727 G G   hypothetical protein 

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 



 

 

795028 SNV PA0727 G T   hypothetical protein 

795296 SNV PA0727 C A NP_249418.1:p.Leu266Ile hypothetical protein 

795296 SNV PA0727 C C   hypothetical protein 

795304 SNV PA0727 C C   hypothetical protein 

795304 SNV PA0727 C T   hypothetical protein 

795310 SNV PA0727 C C   hypothetical protein 

795310 SNV PA0727 C T   hypothetical protein 

795313 SNV PA0727 T C   hypothetical protein 

795313 SNV PA0727 T T   hypothetical protein 

795349 SNV PA0727 C C   hypothetical protein 

795349 SNV PA0727 C T   hypothetical protein 

795370 SNV PA0727 T C   hypothetical protein 

795370 SNV PA0727 T T   hypothetical protein 

795385 SNV PA0727 T C   hypothetical protein 

795385 SNV PA0727 T T   hypothetical protein 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795403 SNV PA0727 C C   hypothetical protein 

795403 SNV PA0727 C T   hypothetical protein 

795406 SNV PA0727 G A   hypothetical protein 

795406 SNV PA0727 G G   hypothetical protein 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795424 SNV PA0727 C C   hypothetical protein 

795424 SNV PA0727 C T   hypothetical protein 

795432 Deletion PA0727 A - NP_249418.1:p.Ser312fs hypothetical protein 

795432 SNV PA0727 A A   hypothetical protein 

795434 SNV PA0727 A A   hypothetical protein 



 

 

795434 SNV PA0727 A G NP_249418.1:p.Ser312Gly hypothetical protein 

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795742 SNV PA0727 C C   hypothetical protein 

795742 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1587916 SNV PA1458 T C   two-component sensor 

1587919 SNV PA1458 G T NP_250149.1:p.Glu299Asp two-component sensor 

1587941 SNV PA1458 T G NP_250149.1:p.Ser307Ala two-component sensor 

1587943 SNV PA1458 G A   two-component sensor 

1856056 SNV exsC C C   
exoenzyme S synthesis 
protein C 

1856056 SNV exsC C G   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A A   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly 
exoenzyme S synthesis 
protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4145307 SNV wspF C A NP_252392.1:p.Glu214* 
chemotaxis-specific 
methylesterase 

4699910 Deletion   C -     

5242141 SNV   G C     

5242141 SNV   G G     



 

 

721663..721664 MNV   TC CT     

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     

794989..794990 MNV PA0727 CT CT   hypothetical protein 

794989..794990 MNV PA0727 CT GC   hypothetical protein 

795009..795010 MNV PA0727 AA AA   hypothetical protein 

795009..795010 MNV PA0727 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 Insertion PA0727 - -   hypothetical protein 

795019^795020 Insertion PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 

98901^98902 Insertion fha1 - -   
Fha domain-containing 
protein 

98901^98902 Insertion fha1 - TGGCTG NP_248771.1:p.Pro285_Ala286insGlnPro 
Fha domain-containing 
protein 

 

 

 

RSCV 6 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721670 SNV   A G     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     

789185 SNV   A A     



 

 

789185 SNV   A C     

789266 SNV   C C     

789266 SNV   C T     

789288 SNV   C C     

789288 SNV   C T     

792359 SNV PA0724 C C   phage coat protein A 

792359 SNV PA0724 C T   phage coat protein A 

792401 SNV PA0724 C A NP_249415.1:p.Asp344Glu phage coat protein A 

792401 SNV PA0724 C C   phage coat protein A 

792443 SNV PA0724 T C   phage coat protein A 

792443 SNV PA0724 T T   phage coat protein A 

792455 SNV PA0724 C C   phage coat protein A 

792455 SNV PA0724 C T   phage coat protein A 

792590 SNV PA0724 G A   phage coat protein A 

792590 SNV PA0724 G G   phage coat protein A 

792608 SNV PA0724 C C   phage coat protein A 

792608 SNV PA0724 C T   phage coat protein A 

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G T   hypothetical protein 

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795742 SNV PA0727 C C   hypothetical protein 

795742 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 



 

 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1275767 Deletion napA A - NP_249865.1:p.Phe11fs 
nitrate reductase catalytic 
subunit 

1587916 SNV PA1458 T C   two-component sensor 

1587919 SNV PA1458 G T NP_250149.1:p.Glu299Asp two-component sensor 

1587941 SNV PA1458 T G NP_250149.1:p.Ser307Ala two-component sensor 

1587943 SNV PA1458 G A   two-component sensor 

1856056 SNV exsC C C   
exoenzyme S synthesis 
protein C 

1856056 SNV exsC C G   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A A   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly 
exoenzyme S synthesis 
protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4145096 SNV wspF A C NP_252392.1:p.Leu284Arg 
chemotaxis-specific 
methylesterase 

4699910 Deletion   C -     

6132110 SNV uvrD C A NP_254130.1:p.Ser341Arg DNA-dependent helicase II 

2195457^2195458 Insertion   - C     

2753522^2753523 Insertion PA2451 - C     

5071544..5071547 Deletion   ACTG -     

667028^667029 Insertion   - C     

721663..721664 MNV   TC CT     

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     

794989..794990 MNV PA0727 CT CT   hypothetical protein 

794989..794990 MNV PA0727 CT GC   hypothetical protein 

795009..795010 MNV PA0727 AA AA   hypothetical protein 



 

 

795009..795010 MNV PA0727 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 Insertion PA0727 - -   hypothetical protein 

795019^795020 Insertion PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 

816529^816530 Insertion PA0748 - C     
 

 

 

 

 

 

 

RSCV 7 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     

789185 SNV   A A     

789185 SNV   A C     

789219..789220 MNV   GG AT     



 

 

789219..789220 MNV   GG GG     

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795742 SNV PA0727 C C   hypothetical protein 

795742 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1856056 SNV exsC C C   
exoenzyme S synthesis 
protein C 

1856056 SNV exsC C G   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A A   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly 
exoenzyme S synthesis 
protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4699910 Deletion   C -     

              

721663..721664 MNV   TC CT     

721670 SNV   A G     

721718 SNV   A G     

721725 SNV   C T     

721740 SNV   C T     

794989..794990 MNV PA0727 CT CT   hypothetical protein 

794989..794990 MNV PA0727 CT GC   hypothetical protein 



 

 

795009..795010 MNV PA0727 AA AA   hypothetical protein 

795009..795010 MNV PA0727 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 Insertion PA0727 - -   hypothetical protein 

795019^795020 Insertion PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G T   hypothetical protein 

795385 SNV PA0727 T C   hypothetical protein 

795385 SNV PA0727 T T   hypothetical protein 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795403 SNV PA0727 C C   hypothetical protein 

795403 SNV PA0727 C T   hypothetical protein 

795406 SNV PA0727 G A   hypothetical protein 

795406 SNV PA0727 G G   hypothetical protein 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795424 SNV PA0727 C C   hypothetical protein 

795424 SNV PA0727 C T   hypothetical protein 

795432 Deletion PA0727 A - NP_249418.1:p.Ser312fs hypothetical protein 

795432 SNV PA0727 A A   hypothetical protein 

795434 SNV PA0727 A A   hypothetical protein 

795434 SNV PA0727 A G NP_249418.1:p.Ser312Gly hypothetical protein 

795472 SNV PA0727 G C   hypothetical protein 

795472 SNV PA0727 G G   hypothetical protein 

4145114..4145117 Deletion wspF CGGC - NP_252392.1:p.Gly277fs 
chemotaxis-specific 
methylesterase 

 



 

 

 

 

 

 

 

 

 

 

RSCV 8 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721670 SNV   A G     

721725 SNV   C T     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     

789185 SNV   A A     

789185 SNV   A C     



 

 

789266 SNV   C C     

789266 SNV   C T     

789288 SNV   C C     

789288 SNV   C T     

789332 SNV   C C     

789332 SNV   C T     

789409 SNV PA0718 C C   hypothetical protein 

789409 SNV PA0718 C G NP_249409.1:p.Ala17Gly hypothetical protein 

789439 SNV PA0718 T C NP_249409.1:p.Val27Ala hypothetical protein 

789439 SNV PA0718 T T   hypothetical protein 

789470 SNV PA0718 A A   hypothetical protein 

789470 SNV PA0718 A G   hypothetical protein 

789473 SNV PA0718 C C   hypothetical protein 

789473 SNV PA0718 C T   hypothetical protein 

789476 SNV PA0718 T C   hypothetical protein 

789476 SNV PA0718 T T   hypothetical protein 

789505 SNV PA0718 G A NP_249409.1:p.Gly49Asp hypothetical protein 

789505 SNV PA0718 G G   hypothetical protein 

789602 SNV PA0718 G A   hypothetical protein 

789602 SNV PA0718 G G   hypothetical protein 

794806 SNV PA0727 T C   hypothetical protein 

794806 SNV PA0727 T T   hypothetical protein 

794827 SNV PA0727 T C   hypothetical protein 

794827 SNV PA0727 T T   hypothetical protein 

794962 SNV PA0727 A A   hypothetical protein 

794962 SNV PA0727 A G   hypothetical protein 

794974 SNV PA0727 C A   hypothetical protein 

794974 SNV PA0727 C C   hypothetical protein 

794990 SNV PA0727 T C   hypothetical protein 

794990 SNV PA0727 T T   hypothetical protein 



 

 

795031 SNV PA0727 C C   hypothetical protein 

795031 SNV PA0727 C T   hypothetical protein 

795058 SNV PA0727 G A   hypothetical protein 

795058 SNV PA0727 G G   hypothetical protein 

795088 SNV PA0727 A A   hypothetical protein 

795088 SNV PA0727 A G   hypothetical protein 

795385 SNV PA0727 T C   hypothetical protein 

795385 SNV PA0727 T T   hypothetical protein 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795403 SNV PA0727 C C   hypothetical protein 

795403 SNV PA0727 C T   hypothetical protein 

795406 SNV PA0727 G A   hypothetical protein 

795406 SNV PA0727 G G   hypothetical protein 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795424 SNV PA0727 C C   hypothetical protein 

795424 SNV PA0727 C T   hypothetical protein 

795432 Deletion PA0727 A - NP_249418.1:p.Ser312fs hypothetical protein 

795432 SNV PA0727 A A   hypothetical protein 

795434 SNV PA0727 A A   hypothetical protein 

795434 SNV PA0727 A G NP_249418.1:p.Ser312Gly hypothetical protein 

795472 SNV PA0727 G C   hypothetical protein 

795472 SNV PA0727 G G   hypothetical protein 

795742 SNV PA0727 C C   hypothetical protein 

795742 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 



 

 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1587916 SNV PA1458 T C   two-component sensor 

1587919 SNV PA1458 G T NP_250149.1:p.Glu299Asp two-component sensor 

1856056 SNV exsC C C   
exoenzyme S synthesis 
protein C 

1856056 SNV exsC C G   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A A   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly 
exoenzyme S synthesis 
protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4145307 SNV wspF C A NP_252392.1:p.Glu214* 
chemotaxis-specific 
methylesterase 

4699910 Deletion   C -     

5242141 SNV   G C     

5242141 SNV   G G     

721663..721664 MNV   TC CT     

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     
 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

RSCV 9 

Region Type  Gene 
Original 
sequence 

Sequence 
Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721670 SNV   A G     

721718 SNV   A G     

721725 SNV   C T     

721740 SNV   C T     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     



 

 

789185 SNV   A A     

789185 SNV   A C     

789266 SNV   C C     

789266 SNV   C T     

789288 SNV   C C     

789288 SNV   C T     

789332 SNV   C C     

789332 SNV   C T     

789409 SNV PA0718 C C   hypothetical protein 

789409 SNV PA0718 C G NP_249409.1:p.Ala17Gly hypothetical protein 

789439 SNV PA0718 T C NP_249409.1:p.Val27Ala hypothetical protein 

789439 SNV PA0718 T T   hypothetical protein 

789470 SNV PA0718 A A   hypothetical protein 

789470 SNV PA0718 A G   hypothetical protein 

789473 SNV PA0718 C C   hypothetical protein 

789473 SNV PA0718 C T   hypothetical protein 

789476 SNV PA0718 T C   hypothetical protein 

789476 SNV PA0718 T T   hypothetical protein 

789505 SNV PA0718 G A NP_249409.1:p.Gly49Asp hypothetical protein 

789505 SNV PA0718 G G   hypothetical protein 

793996 SNV PA0726 C C   hypothetical protein 

793996 SNV PA0726 C T   hypothetical protein 

794430 SNV   C C     

794430 SNV   C T     

795025 SNV PA0727 G C   hypothetical protein 

795025 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G G   hypothetical protein 

795028 SNV PA0727 G T   hypothetical protein 

795385 SNV PA0727 T C   hypothetical protein 

795385 SNV PA0727 T T   hypothetical protein 



 

 

795391 SNV PA0727 G C   hypothetical protein 

795391 SNV PA0727 G G   hypothetical protein 

795403 SNV PA0727 C C   hypothetical protein 

795403 SNV PA0727 C T   hypothetical protein 

795406 SNV PA0727 G A   hypothetical protein 

795406 SNV PA0727 G G   hypothetical protein 

795409 SNV PA0727 A A   hypothetical protein 

795409 SNV PA0727 A G   hypothetical protein 

795412 SNV PA0727 A A   hypothetical protein 

795412 SNV PA0727 A G   hypothetical protein 

795667 SNV PA0727 T C   hypothetical protein 

795667 SNV PA0727 T T   hypothetical protein 

795671 SNV PA0727 C C   hypothetical protein 

795671 SNV PA0727 C T   hypothetical protein 

795742 SNV PA0727 C C   hypothetical protein 

795742 SNV PA0727 C T   hypothetical protein 

795745 SNV PA0727 A A   hypothetical protein 

795745 SNV PA0727 A C   hypothetical protein 

795754 SNV PA0727 G C   hypothetical protein 

795754 SNV PA0727 G G   hypothetical protein 

795766 SNV PA0727 G C   hypothetical protein 

795766 SNV PA0727 G G   hypothetical protein 

1587916 SNV PA1458 T C   two-component sensor 

1587919 SNV PA1458 G T NP_250149.1:p.Glu299Asp two-component sensor 

1587941 SNV PA1458 T G NP_250149.1:p.Ser307Ala two-component sensor 

1587943 SNV PA1458 G A   two-component sensor 

1856056 SNV exsC C C   
exoenzyme S synthesis 
protein C 

1856056 SNV exsC C G   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A A   exoenzyme S synthesis 



 

 

protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly 
exoenzyme S synthesis 
protein C 

3230295 SNV PA2877 A A   transcriptional regulator 

3230295 SNV PA2877 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4145058 SNV wspF G A NP_252392.1:p.Gln297* 
chemotaxis-specific 
methylesterase 

4699910 Deletion   C -     

5242141 SNV   G C     

5242141 SNV   G G     

721663..721664 MNV   TC CT     

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     

794290..794291 MNV   CC CC     

794290..794291 MNV   CC TT     

794989..794990 MNV PA0727 CT CT   hypothetical protein 

794989..794990 MNV PA0727 CT GC   hypothetical protein 

795009..795010 MNV PA0727 AA AA   hypothetical protein 

795009..795010 MNV PA0727 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 Insertion PA0727 - -   hypothetical protein 

795019^795020 Insertion PA0727 - T NP_249418.1:p.Asp174fs hypothetical protein 
 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

RSCV 10 

Region Type  Gene Original sequence 
Sequenc
e Change Amino acid change Functional Group 

64793 SNV   A A     

64793 SNV   A G     

721670 SNV   A G     

721718 SNV   A G     

721725 SNV   C T     

721740 SNV   C T     

788573 SNV   T C     

788573 SNV   T T     

788581 SNV   G G     

788581 SNV   G T     

789170 SNV   C C     

789170 SNV   C T     



 

 

789185 SNV   A A     

789185 SNV   A C     

789266 SNV   C C     

789266 SNV   C T     

789288 SNV   C C     

789288 SNV   C T     

789332 SNV   C C     

789332 SNV   C T     

789409 SNV 
PA071
8 C C   hypothetical protein 

789409 SNV 
PA071
8 C G NP_249409.1:p.Ala17Gly hypothetical protein 

795025 SNV 
PA072
7 G C   hypothetical protein 

795025 SNV 
PA072
7 G G   hypothetical protein 

795028 SNV 
PA072
7 G G   hypothetical protein 

795028 SNV 
PA072
7 G T   hypothetical protein 

795385 SNV 
PA072
7 T C   hypothetical protein 

795385 SNV 
PA072
7 T T   hypothetical protein 

795391 SNV 
PA072
7 G C   hypothetical protein 

795391 SNV 
PA072
7 G G   hypothetical protein 

795403 SNV 
PA072
7 C C   hypothetical protein 

795403 SNV 
PA072
7 C T   hypothetical protein 

795406 SNV 
PA072
7 G A   hypothetical protein 

795406 SNV 
PA072
7 G G   hypothetical protein 



 

 

795409 SNV 
PA072
7 A A   hypothetical protein 

795409 SNV 
PA072
7 A G   hypothetical protein 

795412 SNV 
PA072
7 A A   hypothetical protein 

795412 SNV 
PA072
7 A G   hypothetical protein 

795424 SNV 
PA072
7 C C   hypothetical protein 

795424 SNV 
PA072
7 C T   hypothetical protein 

795432 Deletion 
PA072
7 A - NP_249418.1:p.Ser312fs hypothetical protein 

795432 SNV 
PA072
7 A A   hypothetical protein 

795434 SNV 
PA072
7 A A   hypothetical protein 

795434 SNV 
PA072
7 A G NP_249418.1:p.Ser312Gly hypothetical protein 

795472 SNV 
PA072
7 G C   hypothetical protein 

795472 SNV 
PA072
7 G G   hypothetical protein 

795745 SNV 
PA072
7 A A   hypothetical protein 

795745 SNV 
PA072
7 A C   hypothetical protein 

795754 SNV 
PA072
7 G C   hypothetical protein 

795754 SNV 
PA072
7 G G   hypothetical protein 

795766 SNV 
PA072
7 G C   hypothetical protein 

795766 SNV 
PA072
7 G G   hypothetical protein 

1587916 SNV 
PA145
8 T C   two-component sensor 

1587919 SNV PA145 G T NP_250149.1:p.Glu299Asp two-component sensor 



 

 

8 

1587941 SNV 
PA145
8 T G NP_250149.1:p.Ser307Ala two-component sensor 

1587943 SNV 
PA145
8 G A   two-component sensor 

1856056 SNV exsC C C   
exoenzyme S synthesis 
protein C 

1856056 SNV exsC C G   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A A   
exoenzyme S synthesis 
protein C 

1856058 SNV exsC A G NP_250401.1:p.Glu66Gly 
exoenzyme S synthesis 
protein C 

3230295 SNV 
PA287
7 A A   transcriptional regulator 

3230295 SNV 
PA287
7 A G NP_251567.1:p.Leu293Pro transcriptional regulator 

4699910 Deletion   C -     

4144991..414500
2 Deletion wspF 

TGCACCGCTGC
A - 

NP_252392.1:p.Asp315_Gln319delinsGl
u 

chemotaxis-specific 
methylesterase 

721663..721664 MNV   TC CT     

789219..789220 MNV   GG AT     

789219..789220 MNV   GG GG     

794989..794990 MNV 
PA072
7 CT CT   hypothetical protein 

794989..794990 MNV 
PA072
7 CT GC   hypothetical protein 

795009..795010 MNV 
PA072
7 AA AA   hypothetical protein 

795009..795010 MNV 
PA072
7 AA CG NP_249418.1:p.Lys170Thr hypothetical protein 

795019^795020 
Insertio
n 

PA072
7 - -   hypothetical protein 

795019^795020 
Insertio
n 

PA072
7 - T NP_249418.1:p.Asp174fs hypothetical protein 
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