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Supplementary Figure 3. Chromatin state discovery and characterization (ChromHMM) in SBE6.1,

SBE6.2 and peak #2.

Ensembl Mus musculus genome version 84.38 (GRCm38.p4) view of regulatory feature tracks from
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ChromHMM for the regions corresponding to (A) SBE6.1, (B) SBE6.2 and (C) putative peak #2

from Figure 3)



