Supplementary Figures

Keinath et al, “A Linkage Map for the Newt Notophthalmus viridescens:
Insights in Vertebrate Genome and Chromosome Evolution”
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Supplementary Figure 1 — Amino acid identity between newt/chicken best
blast hits. This chart shows the distribution of percent identity of best blast hits
between the newt linkage map and the chicken genome with a minimum
combined alignment length of 40 amino acids and a bitscore of at least 100.



Preliminaz Maternal LG2

182.2~]
199.0

206.8
2145
2222

\
.1§§§:3§
§

000261.2 —

268.9—]
02726

L]

T

ctg99546

ctg39019

ctg44548

ctgd2119

ctg118012 ctg47978 ctg105802
c(g40771 ctgB5390 ctg135421
ctg35

c(g53389 ctg42208

ctgd6770

ctgd0770

ctg45619

ctg98297

ctg37750

ctg50720 ctgd9787 ctgd5111
ctg118003 ctg39300 ctg43082
ctg35983

ctgd7245 ctgd3242 ctgB4676 ctg39649 ctg31360
[ lctgs536

c(g41295

|
L\\\\\\\\

/

\ ctg52617
—R- ctg49114

§ ctg1 03154
963
c(g1 03155 ctg55202
| — ctgd1121
|~ ctga1759
ctgd1120
" cggs652
ctg50192
4 ctg52795
ctg63161 ctg37399 ctg4 1835
ctg113548

/ ctg40152

/ ctg55879

/ ctgd9710
ctg124008 ctg38019 ctgd7560
ctg35399 ctg35486 ctg119573 ctg39598 ctg37926
ctg55040 ctg53220 cig46788

ctg40

/—i c1g39836 ctg48901 ctg47904 cig56461

ctg76952 ctg68593
ctg43064

| 1937049 ctg40078 ciga7 133 ctga8s24 ctgde0r?
ctg51861 ctg44085

I ctg41092 ctg41091 clg34884

™ ctg50178

— ct

2294
| ctg48465 ctg37134

— clg39736

I]]

— ctg50836 ctg54014
ctg56651

ctg51307 ctg51166 cig47903 ctg38978
ctgd1314

ctg42290

ctgdd115

ctgd5164

ctg45492 ctgd5572 ctgd8481

A ctgd0717 ctgd0671

W74

I T

ctg110944
[ ctg58124 ctg52799

ctg43661 ctg63284 cig58500 ctgB6771 ctg39292
ctg57053 ctg39226 ctg116700 cig44012 ctg4 1706
ctg59237 ctg45760

ctg42045

ctg38927

ctg56270 ctgd5364

ctg39183

ctgd1510

clgd4184

LI ]

=27/ 71/,

ctg53598
ctg38619

ctg124131

ctgd9181 ctgd0881

clg44263 ctga4262

ctg38401

ctgd5830 ctg112381 ctg37294
ctg48235

ctg120569
clg38538 ctg39866 clg45759 ctgd2852 cigd4352
ctg3g

ctgl 13587

ctg407

c(g56342 ctg50832

ctg58562

ctg38016 ctg38017 cig51052 ctg46678

ctg90581 ctg56845 ctgd9841

ctg52049

ctg48445

ctgd4734 ctg55785

ctg45052 ctg57829 ctgd4903

ctg30616

ctg41440 ctg56702

ctg39614 ctg56289 ctgb3375 ctg55950
ctgd6917

ctgd6102

ctgd0104

ctg139732

c|953574 ctg39378
ctg77213
ctg42995

I- cig41989

ctg51526
ctgd1274

ctg113189

ctg78779

ctg146442 ctgb0928 ctgd7238 clg50286 ctg39841
ctg124493 ctg112701 ctg56538

ctgB5969 ctgd4868 ctg53444 cigdd645

ctg52719 ctg56009 ctgBO712 cig34713 ctg42929

A ctg39766 ctg57230

ctg58957
ctg42396

1939643 ctg69944 ctg52516 ctg150936
ctg65207 ctgd2027 ctgd2009

ctg36042

fir ctg47545 ctg76047

ctg42441
c(g44461 ctgd5731

ctgs

clg74337

ctg51455

ctg53173

ctg37433

ctg45927

ctg42931

c(g64741 ctgdd624

g4 Tt

c(g121612 ctg60187 ctg41118 ctg34806

clg1 1501 2

ctg51062

ctg43296

clg1 24963 ctg67280

ctg4:

ctgt 13062

ctg46912

ctg71486

ctg59994

ctg96042 ctg59970 ctg144565 ctg70087 ctg56666
ctg109606 cig44633

Ctg46784 ctgd5644

ctgd6516 ctgd9978

ctg37201

ctg56547

ctg126375 cig46885 ctgd2310 ctgb5153 ctgd1743
ctg95904

ctg37804

clg109607 ctg37200
ctg40236

ctg37640

ctg49161

ctg43222

ctg39396

ctg113768

¢tg40046 ctg113767

ctg40045 ctg131239

ctg74765 ctg132797

ctg76186 ctg63017

ctg40009

c(g1 12681 ctg41232

ctg5:

clgAﬂm 0

ctg40317

ctg72939

ctg45943

ctg56046

ctg39596

c(g81362 ctg54535 ctgd7206

ctg47!

c(g42017 tg42022 ctg127277 ctg38025 ctgB0665
ctg73252

ctg76467

ctg71004

ctg37861

ctg37860

ctg48072

ctg39602 ctg57669 ctg52787 ctg37026
ctg52452 ctg81152 ctg39975 ctg4 1117 ctg39603
ctgd1762

ctg43950

CctgB67044 ctgd3776 ctgd2059 ctg56383
ctg40735

1936829 ctg52451

ctg109368 ctgdd972

ctg36828

ctg38041

clg45348 ctg61233 ctg57670 ctg39506 ctg134808
ctg42

c(g79466

\ clg42949 ctg41225
\ °9

46240

i tg45112 ctgas7s2 otgassz

1999522 ctg40144 ctgb5763 cig48552

\- ctg72334

945015 clg138475 cig42780 otg39790
ctg39

51943503
- ctg38325

l c(g68078 ctg40763 ctg142268 ctg59192

ctg53971
ctg41760 ctg44499 ctg119367 ctgd6162
ctg39775

1200.5

1263.1
1270.8
00012745
012782
1281.9
012856

1289.3

©01293.0\\\|
1296.7
01308.8
1330.9
1334.6
1338.3

001391.7

013954
1399.1
01402.8
1406.5
14142
1417.9
1419.5
1421.6
1425.3
1429.0
014327

ey
S
-
wo

©01520.2
1527.9

©1531.6
01535.3

o
Y
]
o

.

1546.7
1550.4

e
@
8
3
»

@
@
®
@

15957
©1607.8
1611.5
001619.2

1622.9
01626.6

tg39774 ctg133829 cig41761 ctgd6063 ctg52037

ctg80508

ctg59435

Ctg37476 ctgb7471
1957738

ctg47323

ctg44258 ctg43682

ctg41746 ctg37914 ctg39469 ctgd0357 ctgd2465

Ctg49473 ctg73877

ctg39048

ctg56841

ctg41745

ctg36585

ctg58273

ctg35853

ctg39859

ctg86847

ctg122397

Ctg47494 ctgB5941 ctga4472 ctg43239 ctgd4471

ctg42996 ctg59338 ctg38164 ctg42997

ctg52502 ctgB9970 ctgd8290 ctgd3969 ctgd7632

ctg54564 ctg50217 ctg34493 ctg36586 ctg122145

ctg51282 ctg74785 ctgd6813

ctg54563

ctg38533

Cctgd7533 ctg37904 ctg39452 ctgdd512 ctg34489

ctg41111 ctg94160

ctg36587

ctg57102 ctg40006 ctg83341 ctg44583 ctg36672

ctg40494

ctg73302

ctg60845

ctg44485

ctg52043

ctg53729

ctg52044

ctg60169

ctg51791

ctg40054

c(g43902 ctg65991 ctg88283 ctgb4013 ctg76406

ctg76!

clgS7961

ctg98679 ctg123535 ctg37881

ctg90884 ctg119316

ctgB7242

ctg41253

ctg63348

ctg37251 ctg49307 ctg33698 ctg37252 ctg55166
1972188

ctg95981
ctg39198 ctg39199

ctg51860 ctgd1639

ctg58020 ctg61017

ctgd2150

ctg107051 ctg53781

ctg57367 ctg49227

ctg59233

ctg41318

c(g35550 ct939437 ctg56909
ctg112(

c(g45978

ctgdd284 ctgd9543

ctg91904 ctg113289 ctg108655
ctg113291

ctg47583

ctg41913

ctg33618 ctg50116 ctg104123 ctg62154 ctg66440
ctg38726 ctg33620

ctg39115

ctg46582

ctg58728

ctg55946

ctg43230

ctg58661

ctgddd57

ctg40803

@ Library 6
® Library 13



Supplementary Figure 2 (Previous Page) — Preliminary linkage group 2. This
linkage group was manually curated to yield newt linkage groups 1 and 5. Laser-
capture chromosome sequencing data (colored dots) indicated that the first ~570
cM and last ~400 cM were portions of the same chromosome, exclusive of a
~700 cM internal segment that was flanked by large gaps in the linkage map.
Colored dots represent markers that were sampled by libraries from two
independently captured and amplified dyads (libraries 6 and 13 from
Supplementary Figure 3).
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Supplementary Figure 3 — Mapping of reads generated by laser capture
sequencing. Read mapping from genomic libraries of individual laser captured
dyads was used to validate marker content of linkage groups. The X-axis shows
the proportion of Nofophthalmus viridescens markers with nearly identical reads
recovered from chromosome-targeted sequencing. The proportions of markers
identified from each target linkage group (linkage group showing the highest
degree of enrichment, in blue) vs. all other off target linkage groups (in red) are
presented separately for each library. Each library targeted a single dyad,
although many libraries yielded insufficient sequence to identify a corresponding
linkage group at the current sequence depth. Libraries yielding sufficient
sequence information are labeled with their corresponding linkage group.
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Supplementary Figure 4 — Sampling of newt/chicken homologs along the chicken genome. This chart shows the
proportion of annotated chicken genes for which a homologous gene was placed on the newt linkage map. Proportions
are shown for all all non-overlapping 10 Mb intervals along the length of each chicken chromosome.
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