Supplementary Table 1. Genes with copy number alterations observed in BLG-Aurora-A mouse mammary tumors.
Genomic DNAs from tumors were analyzed by CGH array in duplicate (annoated as A, B with sample ID). Copy numbers of respective
genes: 3-5, copy gained; 0-1, copy lost.

A) Genes gained in 2 out of 3 BLG-Aurora-A mouse mammary tumors

Symbol GenBank Chromosome Tumor 1A Tumor 1B  Tumor 2A Tumor 2B Tumor 3A  Tumor 3B
Adamé6a NM_174885 12 4 4 5 5 5 3
1700097NO2Rik NR_045287 17 2 2 5 5 4 4
Btbd9 NM_172618 17 2 2 5 5 4 4
Dnahc8 NM_013811 17 2 2 5 5 4 4
Glol NM_001113560 17 2 2 5 5 4 4
Glplr NM_021332 17 2 2 5 5 4 4
Ddx39b NM_019693 17 2 4 5 5 4 4
H2-D1 NM_010380 17 2 4 5 5 4 4
LOC547349 NM_001025208 17 2 4 5 5 4 4
Dcc NM_007831 18 3 3 3 3 2 2

B) Genes lost in 2 out of 3 BLG-Aurora-A mouse mammary tumors

Symbol GenBank Chromosome Tumor 1A  Tumor 1B Tumor 2A  Tumor 2B Tumor 3A  Tumor 3B
4832428D23Rik NM_207281 1 0 2 2 2 0 1
Ercc5 NM_011729 1 0 2 2 2 0 1
Chi3I3 NM_009892 3 0 0 0 0 2 2
Chi3l4 NM_145126 3 0 0 0 0 2 2
Algl4 NM_024178 3 1 2 0 0 2 2
Tmem56 NM_178936 3 1 2 0 0 2 2
Synpo2 NM_080451 3 1 2 2 0 1 2
Txk NM_001122754 5 2 1 0 0 2 2
2700023E23Rik NR_015531 5 2 1 1 1 2 2
Snora26 NR_031758 5 2 1 1 1 2 2
Usp46 NM_177561 5 2 1 1 1 2 2
Piwill NM_021311 5 1 1 0 0 1 1
Rimbp2 NM_001081388 5 1 0 0 0 1 1
Klral2 NM_010646 6 0 0 2 2 0 0
Klral4 NM_001252149 6 0 0 2 2 0 0
Klral5 NM_013793 6 0 0 2 2 0 0
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