


Antimicrobial
agents

positive
control

quality
control

sensitive intermedia
te

resista
nt 1 2 3 4 5 6 7 8 9 10 11 12

Pen ≤8 - ≥16 A 128 64 32 16 8 4 2 1 0.5 0.25 0 0

Amp ≤8 - ≥16 B 128 64 32 16 8 4 2 1 0.5 0.25 0 0

Van ≤4 8-16 ≥32 C 128 64 32 16 8 4 2 1 0.5 0.25 0 0

Tet ≤4 8 ≥32 D 128 64 32 16 8 4 2 1 0.5 0.25 0 0

Cip ≤1 2 ≥4 E 32 16 8 4 2 1 0.5 0.25 0.13 0.06 0 0

Gen 500 mg/μL F 500 500 5000 0

Str 1000 mg/μ
L G 1000 1000 1000 0

Antimicrobial agents gradients and the standard ranges of each drug*

2. 100 μL of 0.5 McFarland turbidity overnight bacteria medium were added to well 1 to well 11, and well 12 was only filled with 100 μL
cultural medium. The plates were then mixed well and incubated at 37 °C enviroment for 18 to 24 hours according to the NCCLS
standards*.

Antimicrobial gradients prepared in the 96 well plates (mg/μL)Antimicrobial resistance assessment
standards

1. For wells of 1 to 12 in column A to column E, antimicrobials were added by doubling dilution method as shown in the corresponding
wells. Briefly, firstly added 100 μL of cultural medium were added to well 1 to well 12. Then, 2× antimicrobial agents(2 times
concentration for well 1) sulution were added to well 1 and mixed well. Pepitting half of the solution to the next well untill well 10. Well
11 and well 12 were served as positive and quality control, respectively.

* Cockerill, F.R., Clinical, Institute, L.S., 2012b. Performance standards for antimicrobial susceptibility testing: twenty-second
informational supplement. National Committee for Clinical Laboratory Standards.



asa1+

ccf+

gelE+

ATCC51299 + + + + + + + 7 +++ E. faecalis GVI

ATCC29212 - + + + + + - 5 +++ E. faecalis GVI

MS4 - + - - + + - 3 E. hirae GVI

MS5 - + + - + - - 3 +++ E. hirae GVI

MS6 - - - - + - - 1 E. hirae NGVI

MS7 - + - - + - - 2 E. hirae GVI

MS8 - - - - + - - 1 E. hirae NGVI

MS9 + - - - + - - 2 E. hirae NGVI

MS10 - - - - + - - 1 E. hirae NGVI

MS11 - + + + + - - 4 +++ E. hirae GVI

MS12 - + + - + + - 4 +++ E. hirae GVI

MS13 - + + - + - - 3 +++ E. hirae GVI

MS14 - + - - + - - 2 E. hirae NGVI

MS15 - + - - + - - 2 E. hirae NGVI

MS16 - + + + + - - 4 +++ E. hirae GVI

MS17 - - - - + - - 1 E. hirae NGVI

MS18 - - + - + - - 2 E. hirae NGVI

MS19 - - - - + - - 1 E. hirae NGVI

MS20 - - - - + - - 1 E. hirae NGVI

MS21 - + + - + - - 3 +++ E. hirae GVI

MS22 - + + - + - - 3 +++ E. hirae GVI

MS23 - + + + + - - 4 +++ E. hirae GVI

MS24 - + - - + - - 2 E. hirae NGVI

MS25 - + + - + - - 3 +++ E. hirae GVI

MS26 + + + - + + - 5 +++ E. hirae GVI

MS27 - + + - + - - 3 +++ E. hirae GVI

Virulence gene detection and 16S rDNA identification of the 60 enterococcal isolates
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MS28 - + + - + - - 3 +++ E. hirae GVI

MS29 - + + - + - - 3 +++ E. hirae GVI

MS30 - + + - + - - 3 +++ E. hirae GVI

MS31 - + + - + - - 3 +++ E. hirae GVI

MS32 - + + - + - - 3 +++ E. hirae GVI

MS33 - + + - + + - 4 +++ E. hirae GVI

MS34 - + - + + - - 3 E. hirae GVI

MS35 + + + - + + - 5 +++ E. hirae GVI

MS36 - + + - + - - 3 +++ E. hirae GVI

MS37 - + + - + - - 3 +++ E. hirae GVI

MS38 - + + - + + - 4 +++ E. hirae GVI

MS39 - + + - + + - 4 +++ E. hirae GVI

MS40 + + + - + - - 4 +++ E. hirae GVI

MS41 - + + - + + - 4 +++ E. hirae GVI

MS42 - + + + + - - 4 +++ E. hirae GVI

MS43 - - + - + - - 2 E. hirae NGVI

MS44 - - + - + + - 3 E. hirae GVI

MS45 - - - - + - - 1 E. durans NGVI

MS46 + + - - + + - 4 E. durans GVI

MS47 - + + - + - - 3 +++ E. mundtii GVI

MS48 - + + - + - - 3 +++ E. mundtii GVI

MS49 - + - - + - - 2 E. faecium NGVI

MS50 - - + - + - - 2 E. faecium NGVI

MS51 - + + - + - - 3 +++ E. faecium GVI

MS52 - + - - + + - 3 E. faecium GVI

MS53 - - - - + - - 1 E. faecium NGVI

MS54 - + + - + - - 3 +++ E. faecium GVI

MS55 - + - - + - - 2 E. faecium NGVI

MS56 - - - - + - - 1 E. faecium NGVI



MS57 + + + - + - - 4 +++ E. faecium GVI

MS58 - + + - + - - 3 +++ E. faecium GVI

MS59 - + + - + - - 3 +++ E. faecium GVI

MS60 - + + - + - - 3 +++ E. faecium GVI

MS61 - + - - + - - 2 E. faecium NGVI

MS62 + + + - + - - 4 +++ E. faecium GVI

MS63 - - + - + - - 2 E. faecium NGVI

GVI, genetically virolent isolates. NGVI, non-genetically virulent isolates. 

"+++", stands for the isolates was poritive to asa1, ccf and gelE positve.


