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BglII-partl AGATCTCCGCATGGCTAGGTCACTT————- ACCAGAGATTTGCTTTTTCTGTATATAAATTTCGGGAACAAACATCAATTTTACGAGCTTGCCGTTCAAAAGCCATTTGACCAATTCCAATGCAAATTCGATTTTGTACAACTAGAGAGGGTCTTCTTTGCACATGAA--AAGGCCTAAAGCCCTAACCCAAGTAATATGTCCAGG
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DtDTHS3 AAGCTTTTTGAATGATTTGACCTAC--TGACCTAGTTTTTAATCCAACATGACCCAGTTTCGAACTTGTCCGAGCTTTCATCAAGGCAATCATTCTGACAAAGTTTCATGAAGATTGGGCATAAAA-TGTGGCCTCTAGAGTGTTAAC
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BIV160 ACATAGACTTATATAGGAAAAA-CTTTAAAAATCTTCTTGTCAGAAACCACAAGGCCTAGAGCTTAGATATTTGGTGTGTAGCATCGTCTAGTGGACCTCTACAAAGATTGTTCAAATTATGGCCCTAGGGTCAATATTGGCCCCGCCCCGGGGGTCACTTGATTTT
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