Additional file 3:
List of private heterozygous variants in annotated genes found in the genome of the sequenced animal.
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synonymous_variant
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CODON
c.882T>C
c.882T>C
€.3462C>G
€.3462C>G
€.7206A>G
€.7206A>G
€.7338A>G
C.7338A>G
€.7407T>C
c.7407T>C
€.7416+8C>T
C.7416+8C>T
C.7494T>C
C.7494T>C
€.7956T>C
€.7956T>C
€.8958G>A
€.8874+544G>A
€.9075C>T
€.8875-4149C>T
€.9180C>T
€.8875-3065C>T
c.9714A>G
€.8985A>G
€.9760A>C
€.9031A>C
€.9816+8G>C
€.9087+8G>C
c.10539A>G
€.9810A>G
€.10701C>T
€.9972C>T
€.16510-7G>A
€.6831T>G
c-1C>G
n.86392279C>G
c.183C>A
c.-134C>T
c.-1967G>T
€.2058T>C
n.102A>T
€.-272T>C
c.-272T>C
€.274-1507G>A
C*T78A>G
€.*2525T>C
C.*825G>A
C.*2478C>T
c.*828C>T
C.*2475G>A
€.*1082T>C
C*2221A>G
C.*1093T>A
C.*2210A>T
C.*1106G>A
€.*2197C>T
€.5755-5T>G
c.*5114A>C
c.-4140T>C
n276T>C
c.-4071A>G
n.345A>G
€.-3959G>A
n*1G>A
n.2390800G>A
€.5337G>A
C.*20G>A
€.*134C>T
c.*328A>G
C.*63G>A
€.555C>T
€.13-3C>A
c.1917A>C
€.*1191C>T
c.*1867C>T
€.1749C>T
€.-5270C>T
¢.*306A>G
€.*1008T>C
€.-119+35577A>G
€.-352G>A
n*1874G>A
€.1299C>T
€.-3854G>T
€.1540-3C>T
€.*1088C>T
C.*4239G>A
n.268G>A
n179C>T
n404C>T
n.413G>C
n504T>C
n.663A>G
C.867C>A
C.240A>G
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STK24
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UBQLNL

UBQLN3

ATAD3

C16H10rf70
ENSBTAG00000039728
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MCIR

SDK2
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CARHSPL
ENSBTAG00000017570
ENSBTAG00000039154
ENSBTAG00000039154
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ENSBTAT00000061000
ENSBTAT00000055345
ENSBTAT00000061000
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ENSBTAT00000027997
ENSBTAT00000051914

ENSBTAT00000018261
ENSBTAT00000045265
ENSBTAT00000002103
ENSBTAT00000064948
ENSBTAT00000059759
ENSBTAT00000020164
ENSBTAT00000020164
ENSBTAT00000015763
ENSBTAT00000020797
ENSBTAT00000001130
ENSBTAT00000020797
ENSBTAT00000001130
ENSBTAT00000020797
ENSBTAT00000001130
ENSBTAT00000020797
ENSBTAT00000001130
ENSBTAT00000020797
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ENSBTAT00000020468
ENSBTAT00000016564
ENSBTAT00000016565
ENSBTAT00000064693
ENSBTAT00000064693
ENSBTAT00000042859
ENSBTAT00000026195
ENSBTAT00000028197
ENSBTAT00000063409
ENSBTAT00000010595
ENSBTAT00000007451
ENSBTAT00000035442
ENSBTAT00000012676
ENSBTAT00000065201
ENSBTAT00000052289
ENSBTAT00000009885
ENSBTAT00000059869
ENSBTAT00000018957
ENSBTAT00000032494
ENSBTAT00000061463
ENSBTAT00000001888
ENSBTAT00000001890
ENSBTAT00000023357
ENSBTAT00000054548
ENSBTAT00000054548
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ENSBTAT00000054548
ENSBTAT00000030178
ENSBTAT00000010589
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