Supplementary information, Table S2 CRISPR-Cas and QS systems in the pathogen species'#

CRISPR-Cas system presence QS system

Species
Type | Type Il Type Il presence

Campylobacter concisus/curvus/fetus/homonis/rectus* + +
Campylobacter jejuni* +
Corynebacterium diphtheriae
Desulfovibrio vulgaris
Enterococcis faecalis/faecium* +
Erwinia amylovora*

Erwinia pyrifoliae*

Erwinia tasmaniensis*
Escherichia albertii/coli*
Francisella novicida/tularensis*
Lactobacillus rhamnosus*
Lactobacillus salivarius
Legionella pneumophila*
Listeria monocytogenes* +
Mycobacterium tuberculosis +
Mycoplasma gallisepticum +

Myxococcus xanthus +

Neisseria cinerea +

Neisseria gonorrhoeae

Neisseria lactamica

Neisseria meningitidis

Neisseria mucosa

Pasteurella multocida

Propionibacterium acnes (type 1)
Pesudomonas aeruginosa*

Salmonella enterica*

Shigella dysenteriae*

Streptococcus agalactiae/dysgalactiae/equi
Streptococcus gallolyticus

Streptococcus gordonii*

Streptococcus mutans*

Streptococcus pyogenes*

Streptococcus sanguis*

Streptococcus thermophilus*

Sulfolobus solfataricus*

Treponema brennaborense/saccharophilum
Treponema denticola +

Treponema succinifaciens +

Yersinia pestis* + +

+ + + + + + +

+ + + + + + +

+ + + + +
+

+ + + + + + o+

+ 4+ 4+ + + + +
+ + + + + + + +
+ 4+ + + + +

#This table is derived from Louwen et al.’s work® with modifications, * Pathogen species have both



CRISPR and quorum sensing systems.
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