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Supplementary Figure 1 Alignment of ribosomal protein L3 (RPL3) sequences from different 

aphid species and yeast. RPL3 sequences of Sitobion avenae, predicted 60S RPL3 

Acyrthosiphon pisum (NCBI Reference Sequence: XP_001951042.1), predicted 60S RPL3 

Diuraphis noxia (NCBI Reference Sequence: XP_015366271.1), 60S RPL3 Aphis gossypii 

(GenBank: AGT79995.1) and RPL3 Saccharomyces cerevisiae (GenBank: AAA88732.1) were 

aligned using BioEdit Sequence Alignment Editor (ClustalW Multiple alignment). Amino acid 

changes (S2P, P9L, W255R, W255C, H256Y) identified from S. cerevisiae conferring 

deoxynivalenol resistance are given below the sequences 

 

 

 

 

 

 



Supplementary Figure 2 Chemical structure of the DON derivatives DON-3G (A), 3-ADON 

(B) and 15-ADON (C) 
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