Table S4. The association between selected SNPs and ER negative breast cancer risk in East Asian women.

Among ER negative cases and all controls

Chr  Position SNP Gene EA® OA® EAF® Number beta OR  se one-sidedp Homo_p®
44 SNPs used for the construction of the polygenic genetic score

1 10566215 rs616488 PEX14 A G 0.70 15085 0.1116 1.12 0.0306 1.34E-04 1.97E-01
1 121280613 rs11249433 EMBP1 G A 0.08 15087 0.0486 1.05 0.0773 2.65E-01 3.61E-01
1 203766331 rs4951011 ZC3H11A G A 0.31 15088 0.0790 1.08 0.0307 5.10E-03 3.83E-01
2 19320803 rs12710696 MIR4757 T C 0.33 11363 0.0284 1.03 0.0354 2.12E-01 7.17E-01
2 121245122 rs4849887 LOC84931 C T 0.80 15088 0.0855 1.09 0.0356 8.15E-03 5.85E-01
2 202143928 rs10931936 CASP8 T C 0.29 11364 0.0521 1.05 0.0365 7.70E-02 6.60E-01
2 217905832 rs13387042  TNP1 A G 0.12 15088 -0.0011 1.00 0.0445 5.10E-01 1.84E-01
2 218296508 rs16857609 DIRC3 T C 0.60 15084 0.0885 1.09 0.0288 1.06E-03 9.02E-01
3 27416013 rs4973768 SLC4A7 T C 0.21 15085 0.0745 1.08 0.0346 1.58E-02 1.37E-01
3 30682939 rs12493607 GFBR2 C G 0.67 11363 0.0848 1.09 0.0359 9.00E-03 5.19E-01
4 175846426 rs6828523 ADAM?29 C A 0.75 11363 0.0156 1.02 0.0375 3.39E-01 1.89E-01
5 1279790 rs10069690  TERT T C 0.20 15083 0.1449 1.16 0.0383 7.90E-05 2.22E-02
5 44706498 rs10941679 MRPS30 G A 0.50 11364 -0.0138 0.99 0.0341 6.57E-01 2.10E-02
5 56031884 rs889312 MAP3K1 C A 0.55 15085 0.0103 1.01 0.0284 3.59E-01 2.70E-01
5 90732225 rs10474352 LOC100129716 C T 0.55 15088 0.0936 1.10 0.0298 8.40E-04 5.98E-01
5 158244083 rs1432679 EBF1 C T 0.65 15088 0.0869 1.09 0.0299 1.87E-03 5.68E-01
6 149608874 rs9485372 TAB2 G A 0.58 11364 0.1357 1.15 0.0344 3.93E-05 5.13E-01
6 151948366 rs2046210 Cé6orfa7 A G 0.38 15088 0.3040 1.36 0.0289 0.00E+00 7.67E-03
8 29509616 rs9693444 C8orf75 A C 0.29 15087 0.0713 1.07 0.0310 1.08E-02 8.23E-01
8 76230301 rs6472903 HNF4G T G 0.96 15088 0.0888 1.09 0.0728 1.12E-01 5.71E-01
8 128387852 rs1562430 POUSF1B T C 0.83 15088 0.0651 1.07 0.0375 4.11E-02 8.73E-01
9 22062134 rs1011970 CDKN2B-AS1 T G 0.09 15087 0.1104 1.12 0.0470 9.40E-03 1.21E-01
9 110306115 rs10759243 9g31.2 A C 0.44 11364 0.0394 1.04 0.0335 1.20E-01 6.82E-01
10 64251977 rs10822013 ZNF365 T C 0.50 15088 0.0764 1.08 0.0280 3.21E-03 8.71E-01
10 80841148 rs704010 ZMIZ1 T C 0.32 15085 0.0630 1.07 0.0301 1.81E-02 9.29E-01
10 123093901 rs11199914 10926.12 C T 0.62 11364 0.0009 1.00 0.0345 4.90E-01 9.52E-02
10 123337335 rs2981579 FGFR2 A G 0.46 15088 0.0842 1.09 0.0286 1.65E-03 1.42E-03
11 1941946 rs909116 TNNT3 T C 0.39 15076 0.0690 1.07 0.0306 1.21E-02 9.63E-01
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1.04E-01
7.55E-02
3.01E-01
5.64E-01
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4.21E-01
1.91E-01
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®Abbreviations: EA, effect allele; OA, other allele; EAF, effect allele frequency.
bHomo_p: p values for homogeneity tests between ER positive and ER negative breast cancer cases.



