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Nucleotide and protein alignhments for Desulfovibrio orthologs to DVU_2287 [ Desulfovibrio vulgaris (Hildenborough) ]
Aligned via JalView using TCoffee [defaults], coloured by ‘percentage identity’.
The ‘U’ residue/codon is in the red-highlighted box.

Orthologs aligned by organism [top-to-bottom]:

Desulfovibrio sp. X2

Desulfovibrio sp. 6_1_46AFAA

Desulfovibrio vulgaris (Hildenborough)

Desulfovibrio piger ATCC 29098

Desulfovibrio vulgaris str. 'Miyazaki F'

Desulfovibrio piezophilus C1TLV30

Desulfovibrio desulfuricans subsp. desulfuricans str. ATCC 27774
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Pe sulfobacteri i i-296 HSIPDLALIEYGATLKFWIYASLTASLLVPPGI---SG ------------ EGSSLVA---GLIALFLVAY- ave IVES ImafLBL 1 RvPRLLVG - ATILSL IS - - - oo oo ILIIR
Pe sulfomicmbiun 1-301 HE@EFFPLAMI LHGAAVKLLLF AVFLARAVLFLSE- - -LP------------ LLASWTA- - - LALSMLLYWTY - AVGL IESLTARLAFKRWPLLLT | -GFLFCLFPLLLT----------- WG D L
De sulfomamile -394 S SMKFGLETLGEYAHLLFLSALMTTLY FGGWE - - -GR1 -« -« - oon .- LPFIFW- - - TIFFFWF - WVF YW I RS TYPRLEYDRYMTF GWKVLLP WG LLHYMATAF WY TFW- - - - RAYMS
De sulfomanile 1-337 SEMKF GMEFWGEYLG IML I SALTV ILFLGGWH- - -GRW- - - - - - - - - - - LPPVIW- - - TIFWF || -LFILFRATFPRPBEvYRRLMSF GWKVMLE | SLLNLWWLGG | - - -W- - - - LAGGF
Pe sulforatmnospim 1-327 SEMAF ACEF LAEYAYMYWAAC I MAILELGGFO- - -GRG - - - -« -« - - n .- APG 1 - - WL LL - Ih I EWTFPRVEF D2LLN | CWRWL I FLAYLHLL I TL- -« -« - - - - - AV AL
be sulfospomsinusi-318 SERHLALLEYGAAVKOLVFMTLFYNILIPRDE---LIGLIG----FGG-LILSLLI- - - {ILLAL-LLG | IEWNTWKLKLFS IPHLAAL- SF ILAFLGWLRF----LIL----GGKHY
Pe sulfospomsinus/1-347 TELRWGLEFLGETGHNMTAVEALAATYELGGWD - - -GR- - - - - - - - - - - - FLEGUW M- - - 1G4 | | F - F Wby RWTF PR | BVEHLMHL AWKYLLPLS ILNIFLTGLG IFIYR- - - LVMGG
Pe sulfospomsinu s i-318 TESSLALLNFAED IKOLLLISLLTOIVLPSGLIMGSE- - -G----FLG- ILSALGF - - - IAVFGF - FFATWESWFVKKRELFLLPNYLAT - STAFATLALY- - - -« v v oo oon SLWF |
Pe sulfospomsinusi-298 CERSVGL I FWASA | KOLWT I LLMYNFFELPW- H- - -PWV- -« -« G-SLPPVVIN- - - LW | AF - WLAG IETSTHKMRBLFRLPGLL I A-T- - -GCLSLL- - - - --------- ALTAM
Pe sulfospomsinu s/ 1-365 TELRWGLEFLGETGHMTAMEALAATYELGGWD - - -GRG - - - - - - - - - - - FLEGYWM- - - G L F - | b BT F PR R DHLMHL AWKYLLELS | VM ILLTGLG 1Y IYR- - - FWMGE
Pe sulfospomsinusi-316 SEKNLALFSYAYS I KOWL IFTLLANLFEFPWG I - - - APWSAG. - - - VSE-LVLSTLM- - - LN LG . I MAVYETSFAKTRLFKVPDLLLG - SFLIGLIGLYSK- - -« -« v - n - - FUFRG
Pe sulfospomsinug s i-351 SELRWGLEMLAETGNWVYATAY | AVTMELEGWY - - -GRG - - - - - - - - - - - FLPGULM- - - TAF |1 F - LIbu | BT F R TR I BHEMHL AWK YLMPLALYN IFLTGLG | YWYDLF SARIGG
Pe sulfospomsinu s/ 1-348 TELRWGLEFLGETYGHNMTALSALAATYELGGWD - - -GRG - - - - - - - - - - - FLEGYWM- - - 00 | F - | b BT F PR R DHLMHL AWKYLLFLSLAN ILLTGLG 1Y IYR- - - FWMGS
Pe sulfospomsinusi-316 SEKHLALLSWAVS IKOLLIFTLLYNIFFPWG Il - - - ARWSAS. - - - I16G-LISGTLY- - . I ILG | - WMAVYETSFAKTRLFKVPDLLMG - SFLIGLIGLYSK- - « - -« - oo - - FUFRG
Pe sulfospomsinusi-298 CERSVGLIFWGSALKRLWT I LLMYNFFELPW- H- - -PA---------- G-SLPPVVIN- - - LW 1 AY - WLAG I ETSTNKMBILFRLPGLLTA-T- - - GOLELL- - - - - -o- - ALTAM
Pe sulfospomsinugsi-351 SELRWELFEMLAEYGNYWATSA I AVSMELGGWH - - -GFE- - - - - -« - - .- FLPGUWLM- - - TRFL W 1 F - Lt R T F v RIMB 1 BHEMHF AWK I LLPLTLYN IFLTGLG I YV YDLL [ MRMGG
Pe sulfospomsinu s i-355 TELRWGLEFLGETGNMTALSALGATVELGGWE - - -GRA- - - - - - - - - - - FLEGY V- - - G WF L F - F MW RWTF PR R DHLMHLAWKYLLELA I LN ILLTGLG IV IYG- - -FWIGE
Pe sultomaculuns1-299 ABROWGF LHLAAMYKOTWLLYLL IHLEWPLAA - - - GA- - - - - - - - - - S-PALALLI- - - I WLGL - ALAYW I ETSMAKMBLF KLPELMAG - GATFCLLALL- - - - - - - - - - - - - IroL
Pe sulftom acilum1-349 AGMTFATFFLAEYAN ML I COGMF TWCFLGSWH - - - ARFGL- - - - - - - T-FIPSWIW- - - A LWE - | WWMOF RWT Y PRLEVBOLMGF GWKVLVPLSLAN IF I TG IAVKIY. - - - QALGW
Pe sulfotomaculum1-321 SETGLALFKIMTSLKYYWWLGLAIALFFPTPL- - -GEN----------- FLLNLLMI- - - CILWLMY 1S | TWYRTS TG RVEMERAF KFYLKEYPTWLAL I SLVLT - - - - - - - - - - - - LLOG
Pe sulftomaculuns1-343 SEMGF AMEF LAETANYVYLYEVMATTLELGGWL - - - ARFGL- - - - - - - T-FIPSWIM- - - v I bl | F - LF WfF R T v PR | RVBQLMEF GMKWLWELS I ANIFLTG IGTYLY - - - - QWG
Pe sulftom acilum1-348 SEMAF AME TLAEYANMYY [ CFMTAILFLSGWD - - - ARFGW- - - - - - - D-F 1PSWLW- - - WM - LR | RWT Y PRFREVBOLMGF GWKVLLPLSLANVE | TGAGMY Y- - - - RA|GW
Pe sulfotomaculums1-343 SEMGF AMEF LAETANVYLYSYMATTLELGGWH - - - ARFGL- - - - - - - T-FIPSWIW- - - LM IF - LFWMWFRWTYPR | BVBQLMEF GWKVLVPLS IANIF I TG IGKTLY - - - - RAVRW
Pe sulfatomaclums 1-350 SEMG T AMYMLAEYG SMMW | SCMCT I MFLGGWL - - - ARFGW- - - - - - - T-FLPSWFW- - - bt L F - L F b RWT Y PR RVBOLMGF GWKYLYVPLELAN | FYTGWGMT 17 - - - RATGW
Pe sulftom acilum1-349 SEMGF AMEF LAEYANVYLYSYMATTLELGGWD - - - ARFGL- - - - - - - T-FIPSWIW- - - (vl | F - LF F BT v P RWEVBRLMEF GWKYLWELS | ANIFLTG IGKYLY- - - - QTLGW
Pe sulfotomaculums1-343 SEMGF AMEF LAETANVYLYEVMAVTLELGGWH - - - ARFGL- - - - - - - T-VIPSWIW- - - ‘Y F 0| F - L LA BT vPR | BVERLMEF GWKYLWFLSLANIFLTG IGKYF Y- - - - DMMGW
Ple sulftom acilum1-299 ABROVGLLHLAAM I KOTWLLTLLWHLFLPOFA. - -GL- - an---- FP-LGLSLGL- - - LLLGL-WLSYW IESSLAKMELF KLPELMAG - GAAF CLLAWL - - - -« -« = o - - x - SHCLL
Pe sulfouibriog 1-282 SEPHLALLE | GHWFDWWL ILGLCTL-FWHTSL - - - T- - - oo oo m e oo o - - GMLL - - - - -FIEWLIDNITARMTUWRWWMLKGALGWGLWLSMFH IL-W- - - - - - - - - - LYWS
P sulfouinrios 1-32 1 SEFALGFREHLGAALKTYWYLGLGYAMEFPGTY - - -PGG - - - - - - - - - - - IWEHVLEE- - - Faa UIAGLMLLSLTLVKAATGRFlIDQAFTFYLKLPTPLAMASLALA ------------ WLGF
Pe sulfouibrio 1- 282 SEPHLALLE | GHWF DWWL ILGLCSL - FWHTS - - Vo o v o e e e e e e o - GMVA- - - LLVWT-T- - - AAEIL DN I CARMTUWPWWMLKNVLGWGLWLSWFHLL - W- - - - -« - -« - - - LvWs
Pe sulfouibriog 1-324 SEMGF GMEFLAETANMI VACSYCTVLELGGWK- - -GRF - - - - - - - - - - - LDGAMN- - - FLARWYSLLL - SMMWF RWT v FRVEF DOLLNLNWRWLLPLGWLNLLATA- - - - - - - - - - FumkL
Pe sulfuinos 1-322 SEFALAFFHIASALKTYWYLGLGVALFLPGTY - - -PGG - - - - - - - - - - - IVAH TP - - FYLRCAALMAYELTLVKEATGRFEVEOAF TFYLKYPSVLALASLYLA - - - - - - - - - - W G b
Eyatmokobacten 1-329 TEMRFGLEFLAEY THMF I WTAVATSLEFGGWH- - -GRFGF -« - DFGLPEVVIN- - - FL BT WL IE - W I MWVRWTF PR | BF BOLMNF SWKF LI PVSLVNLVVTAVYLK. - - - - - LIDLHN
Eyatmokoszcter1-331 SEMRFGLEFLGETYVNMRWLGGLYAVLELSGWH- - -GRL-- - --------- LPPYWVI- - - LF IBIVLYAL- IMIWVRG TLERLEYDRLMALGWKYL [ PLALYHN I MY TGAW- - - V- - - - LWMG K
Fremone suliataton 1-337 S I RFALFTYLAEYFGMYWMEMLAVYCYLGGWY - - -GRFDI------- F-GL-PMFW---FLLELYFLIF-FY WvRATLFRYRYDQLMS LGWKYL IPLELLM IV ITGF -« - - - - - KLY
Fremode sulfobacterum/ 1-323 B AMRF A | F Y LAEYF GMYWMSALAYTCELGSWY - - - GPFEV- - - - - - - P-YV-PFFMi- - - FLIKUYFLLF - vy IWVRATLPRYBYBQLMS LGWKYL I PG I INLFLTALL- -« - - KL IF
Fremode suliobiua1-313 ASEPALALEE | SHFMEWY | LGFLFSYLELPIFT-- - IRT------------ MLILIS--- 1 ILICFYFAS-LLSLLEAATAR I ELNGA I NIFVKFTWP IS LGLLLA- - - - - - - - - - - FFTHWY
Fremode suliobiua1-320 Is KELALNKWGSY | KAFLLMHYF INWETFPFF - - - VPMOM- - - - - - . M- ILMWLIYMF IHFFRML IL IF - IFAL INTTLSKYRLMKIFDF 1SW-GFAFAL IAMIWF - -« v« oo oot YT KM
Fremode suliobiua1-333 SEFRWGLEFLAETSAMYVMSSMLT I CELGGWT - - - LEPFLTSLLPFLN-LVPG IVl - - FLLEWYFFRMF - Fv IWWRG TVERYRFPRLLKI GWKFLLPLSLTNLF | IMI |- --K----KVFLF
Fremodesuifuinio d-304  LEGP Y ACY KWANMSROWLF CLWF TQ IFVPWEF - - -LEN- - - - - -- - - - DLLHILL - - - ALVEMTALIF - ISTLIEALNPRLE I DQALKYNLTL - ALFSLTS ILLA- - - oo oo - LLGWY
Frremode sulfouibrios -331 SAFRYALFFLAEYWVAMY IMASLCALCFELGGWT - - - IBKFITDILPFLD - KVPG | IWi- - - Fa | RYAF IF - LY IWVRATFPRYREFDOLLN I GWIKYL IPAGILNT 11T ITATF -« KRF AL
Fremode sulfouibrios 1-333 IS.IRFSLFYLAEYLAMFCMSALATICF'lI'u'GG'lI'u’T---VPPILIKALPLLG-VIPGIVW---FLL ""FHIF-LFFWLRG TLPRvEvRQLMA | 60K I L IPLALLN I VWTSIF- - RYYS

Protein alignments for sulphate-reducing bacteria orthologs to DVU_2287 [ Desulfovibrio vulgaris (Hildenborough); row
highlighted in white ]. Some species have more than one ortholog.

Aligned via JalView using TCoffee [defaults], coloured by ‘percentage identity’. The ‘U’ residue is in the red-highlighted column.
Orthologs aligned by organism [top-to-bottom]:



