Cytoplasmic Ribosomal Fraction

MS1 Chromatograms and
MS2 Fragmentation Patterns



RPL23B

R.RRDGVFLYFEDNAGVIANPdIKGEMdiKGSAITGPVGK.E

119] (missed 3)

Intensity (106) Intensity (1046) Intensity (1046) Intensity (1046) Intensity (1046)

Intensity (10%6)

100
0

200
0
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_{ | 1.1 ppn
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Retention Time
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Retention Time

precursor - 609.1587, +6 —— precursor [M+1] - G09.3259, +6 ‘

precursor [M+2] - 6094930, +5
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Retention Time

precursor - 6G11.6744, +6 (heavy)
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—— precursor [M+1]-611.8415, +6 (heavy)
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Retention Time

Replicate 1
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B [recursor- 913.2344++++
s precursor [M+1]- 913 4852 ++++
W precursor [M+2] - 913.7358++++

Expected metédel-H-L-1-1
Replicate

mmmm precursor - 917.0080++++
mmm precursor [M+1]- 917 2586++++
m— precursor [M+2] - 917 5092++++

Expected methdel-H-L-1-1
Replicate

mmmm precursor- 7307890, +5
mmmm precursor [M+1] - 730.9896, +5
mmmm precursor [M+2]-731.1901, +5

I — )
Expected metGdel-H-L-1-1
Replicate

BN precursor-733.8078, +5
mmmm precursor [M+1]-734.0083, +5
mmmm precursor [M+2]- 734 2088, +5

Expected metédel-H-L-1-1

Replicate

. precursor- 6091587, +6
m precursor [M+1] - 609.3259, +6
mmmm precursor [M+2] - 609.4930, +6

Expected metddel-H-L-1-1
Replicate

mmmm precursor-611.6744, +6
mmmm precursor [M+1]-611.8415, +6
mmm precursor [M+2] - 612.0086, +6

fa— B a—
Expected metddel-H-L-1-1
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RPL23B
R.RRDGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [86,
119] (missed 3)

s yi- S

RRDGVFLYFEDNAGVIANP KGEM K GSAITGPVGK, MH+ 3665.0106, m/z 9170081 157.1084 53.0410

File: 070414-Clarke-Katebpn-CytoRPs-metbdel-H-L-1-1, Scan: 21203, Precursar m/z: 917.2582, Chargs: 4 313.2095 1571084 105.0747 2 11| 3508.90%5 1754.9584 1170.3080

428.2364 2146219 142 4170 3 31| 33528084 | 16765078 | 11182743

FLEREY 162.4242 | 4 3| 3237.7814 | 16193944

5843263 292 6668 195.4470 5 30| 3180.7600 | 1590.8836 | 1060.9248

7313947 366.2010 244 4696 ] 29| 3081.6916 | 1541.34%4

422 7430 2B 1644 7 26| 29346232 | 14678152 STE.ETRL

1007.5421 il v 3365189 ] 7| 2821.53% 1411.2732 541, 1845

1154.6105 577.BOE% 1855417 9 26 | 26584758 BEE. 8301

461.8836 | 1731.4454 | 1154.6327 | 32

™

3032027 152.1050 101.73%1

3518.9051 1759.9562 | 1172.6399 | 23 A 204 1343 1025708 EE.T163
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0% 1283.6531 |WOVIE M 426.5559 |10 B 25| 2511.4073 B37.8073
13966001 WL NTETM 4se.6987 [ 11| D 24| 2362.3648 734.7531
- 1512.7230 WETRTEM  504.9125 |12 | N 23| 2267.3378 756.4508
1583.7601 s28.5916 |13 | A| 22| 2153.2949 | 10771511 | Tie.4363
1640.7816 [WPILCEVN sa7.see7 | 4G 21| 2082.257 £54.7574
= 1729.8500 (W VETM  se0.e215 [ 45| W 20| 20252363 | t012.1218 | &75.7503
1ES1.5341 | S26.5707 | 616.3162 [ 18| I | 13| 1926.1673 | 9635676 | &42.7I73
- 19235712 | 9624891 | £41.9951 | 7| A| 12| 1613.0838 £05.0328
2036.0141 [RIRERATTN  so0.0096 [ 18| N| 17| 742.0467 | 6715270 | 561.3538
2135.066% | 1086.0371 | 7123605 |19 | P | 16| 1626.0036 | 8145055 | 543.33%4
= 2057.230 | 145.1152 | o yioo| 20| K| 15| 1530.9510 | 7ess7sz | 540.585
1354.2525 | 11776299 1|6 ”‘m £E4.85T1 | 456.9328
4 2483.2951 | 12421512 |\ A EC 27 [ E| 13| 1311.7854 | 6063863 | 437.5267
2617.3545 | 1309.1809 |\ el PR M 23 M| 12| n1e2.7228 354.9125
. 177R.5186 | 1350.2630 | SITATIT [ 24| K| 11| 046634 | 248353 | 350.2260
N + 2636.5401 | 1416.7737 | 461849 [ 25| @ '-am w37In | 28e.ATIR
= 29235721 | 1462.2897 | $75.1956 [26| 8| 5 | 8294778 | 4152435 | 2774
= & 1 2994.6050 | 14978083 | . o A & | 7arase | 775 | 2ae5m
£ 'E I ow ié i i + - = 07,6933 | 1554.3503 [ Lo VRl e71.40s7 JETERRETRN
- B . p3 2 [ 8T = T 3208.7410 | 1604.6741 T| o WEEITI 2796655 | 1867757
= = e = 3265.7624 | 16333849 WU TR 0| G| 5 EEETERTM 229.1421 | 153.0972
Click and drag in the plat to zoom X: @ ¥ Enable tooltip 33616152 | 1681.9112 | 1121.60% [ 31| P | 4 BERPEZM 2006314 | 134.0500

v

[

N

147 1128 74.06800 49.7091

[Chick] to mave table
Static Modifications:
C: 57.02146
M:3.0189

Variable Modifications:
K: 34.0692

Replicate 1



RPL23B
R.RRDGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [86,
119] (missed 3)

Ll il v v+

RRDGVFLYFEDMAGVIANP KGEMKGSAITGPVGK, MH+ 3649.9161, m/fz 730.76%0 157_1084 33.0410 4
Fila: O7T0414-Clarke -Katalyn -CytoRPz-matSdal-H-L1-1, Scan: 21193, Precursar m/z: 7309891, Chargs: 5 AL sosomer | 2 21| 3483 6150 | 1747 4949 | 1165.2765
428.2364 214.6219 QRERIFINEE 32| 3337.7139 | 1669.3606 | 1113.2428
243 1326 [ETSRT SN 3 | 32226869 | 1611.8471 | 1074.5005
584.3263 195.4470 | 5 30 3165.6655 | 1563.3364 | 1055.8533
731.3947 3662010 [EZNRTEENIN 2% | 3086.5571 | 15313.8022 | 1022.8705
422.7430 [l RTLTENN 28 | 2919.5267 | 1460.2680 | 973.8477
1007.5421 QEICRI IV 336.5189 | & 27 | 2806.4446 | 1403.7259 | 936.1530
1154.6105 385547 | 9 26 | 2643.3813 | 13221943 | 861.7986
e 1283.6531 426.5559 | 10 25 | 2496.3128 | 1248.6601
1396 6601 4568382 | 11 24 | 23672702

R 1512.7230 504.9125 | 11 13| 2252 2433 | 1126.6253
15827601 13 11| 2936.2004 | 10698038 | T11.4050
BL * 547 5967 | 14 21| 2067.1632
g 5B0.6215 | 15 20| 20101418 E70.T1EE
TH 1852.9341 618.3162 | 16 1911.0734
19239711 B41.9952 | 17 1797 9691
1% 203E.0141 6B0.00% | 1E 17| 1726.9522
21135.066%9 | 10680371 712.3605 | 19 16| 1612.9093 | B06.9581
e 217911932 | 1146.1003 20 15| 15158565 505.9570
. 234B.2147 | 11746110 21 14| 1355.7302 4539149
. 24772573 | 1239.1313 2 13| 1302.7087 | 651.6560 4349078
3T

26062976 | 1304.6515 BY0.1041 | 23 12) 11736661 3918936

& e 4241 | 13827157 | 9221462 | 24 1042.6256 | 521.6164 | 346.2134
15 ==
; + 671,445 | 14112264 | 941.1534 |25 10| eee4993 | 4437533 | 2961713
. . E 19064776 | 14547424 | 9T01641 | 26 5 | g29.4778 | 4152425 | 2771841
+ t + " X
1= = + + ¥ S 1 b it 2979.5147 | 1490.2610 7 B | 7424458 | IFATIES | 246.1534
= + + > @ Ly p L
e I 3 e= ] 95 S S T o 1097.5966 | 1546.8030 | 1031.5378 |28 7 | 6714087 | 336.2080 | 2244744
2o T - L= N -
[ — +--ll : 4 . - 3993.6465 | 1597.3285 | 1065.2203 | 2% & BRI 1756650 | 166.7797
0 0 1000 1200
3250.6679 | 1625.6376 m 0 5 AN 225.1421 | 1530972
lick and drag in the plot to zoom X: ¥ ¥ Zoom Out Enable tooltip 347.7207 | 1674.3640 | 11165784 | 34 4 EORETY 2006314 | 134.0500

407691 | 1713.8962 | 114%.6012 | 32
15038106 | 1752.4089 | 11eE.e084 | 32

("

303.2027 gelrRhi) 101.7391

204 1343 g I0E-T BE. 7163

Fﬂ<"ﬂ-|-b“l"<IHE‘R"IP-QFPIUH'H"F'HGBU-FE
= -2

il 147.1128 74.0800 45,7091

[Chick] to mave table
Static Modifications:
C: 67.02146

WVariable Modifications:
K: 28.0314

Replicate 1



RPL23B
R.RRDGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [86,
119] (missed 3)

= yi- I

RRDGVFLYFEDNAGVIANP KGEMKGSAITGPVGK, MH+ 3665.0106, m/z 733.8079 157.1084 330410 H
File: 070414-Clarka Hate yn-CytoAPz-matsdal-HoL1-1, Soan: 11189, Pracursar m/z: 7340083, Charge: § 71004 B RE 33| 3508.5095 | 1754.5584 | 1970.3080
428.2364  214.6219 QRFERCF NI 32| 33528084 | 16765078 | 1918.2742
485.2579 WPZEREVIM 161.4242 | 4 31| 3237.784 | 1615.3944 | 1079.9320
5643263 [ELYRTICHM 1954470 | 5 30| 3180.7600 | 1590.8836 | 1060.5248
731.3947  366.2010 [EEXERTLLEN Y 29| 3081.6916 | 1541.34%4 | 1027.9020
44 47ee OERIETN 281 1644 | T 28| 2934.6237 | 1467.8152 | 97B.6752
1007.5421 [T ZY M 3365189 | B 17| 2621.5391 | 1411.2732 | 941.1845
1154.6105 [N 3855417 | 9 16 | 2656.4758 | 1329.7415
18 1263.6531 [CTFBEET P 4765559 | 10 25| 2511.4073 | 1256.2073
1356.6601 [WCERZETM 4666562 24| 23523648 | 1191.6860
1512.7230 TR 504.9125 | 12 23| 2267.3378 | 11341725

gl

1562.7601 21| 2152.2949 T1B.4365

751.3837

B820_8944

1640. 7616 21| 2082.2578

. 1739.6500 - rl 2 580.6215 [ 15 20| 2025.2363
= 1852.5341 WISy 618.3162 | 16 1526.167%
1923.5712 VLY B41.9952 |17 18| 1812.0828

6T 20380141 RIGLEILTN 680.00% |18 A7 | 1742.0467

2135.0669 | 1068.0371 F12.3605 | 19 16 | 1626.0038

1T97.230 | 11491192 Te6.4152 | 20

51% 1354.2525 | 1177.62%9 - F3

2463.2951 | 1242.1512 B18.4365 |12

1530.9310 | 765.9792 510.9885

5
14| 1368.7869 456.5118

13| 1311.7654 | £56.3863 437 9267

2617.3545 | 1309.1809 873.1230 (23 12| 1182.7228 394.9115

. 27795186 | 1390.2630 RTATIT 24 10486634 524.8353 350.2260
+ 2836.5401 | 141B.7737 S48 1845 25 10| BB6.4993 443.7533 2961713
o
T 19235711 | 14622897 9751956 26 9| BI9.4TTE 415.2425 77 A4
7 +
+- : + 7 :T T 5 2994 6092 | 1497 B0E3 [ W FC'Y B | T41.4458 I71.7265 24E.1534
e 23 T el graol ¥
é + L A~ \;J W0 e 3107.6933 | 1554.3503 [RUELWT4 k] bl 671_4087 EEEX W] 1144744
- H oo g o
. i | | = bl i 1.2 3 . 3208.7410 | 1604.8741 | 1070.2518 5583246 ET R R L
200 200 1200

3265.7624 | 1633.3849 (Rl LA L5 0] 4572769 eriREvil 153.0572

b || e

Click and drag in the plot to zoom X: & ¥ 3362 8152 | 1681.9112 1121.6099 | 31 4002554 iR 134.0%00

1461.8E36 | 1731.4454 | 11546327 | 12

)

ELER L rl 1511050 101.7391

35189051 | 1759.9562 | 1173.639% | 33 2 EpioRESEY 101.5708 BE.T163

Il“"ﬂ-!-i'"‘n?ill'ﬂnx‘lb"ﬁil!rﬂ'ﬂ-‘l"ﬂ‘ﬂﬂ!!j‘
F

Ll 147_1128 74,0800 497091

[Click] to mave table
Static Modifications:
C: 57.02146

M: 3.0189

Variable Modifications:
K: 34.0692

Replicate 1



RPL23B
R.RRDGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [86,
119] (missed 3)

b+ b1+ B3+ = G y2+ Y3+
RRDGVFLYFEDNAGVIANP KGEMIGEAITGPVGHK, MH+ 2665.0106, m/z 611.6745 1571084 | T75.0378 | 310410 £
File: 07041 4-Clarke-Katabyn-CytaRPs-metddel-H-L-1-1, Soan: 21199, Precursar m/z: 611.5423, Chargs: & 313.2055 1571084 105. 0747 2 33| 3508.9095 | 1754.9584 | 11703080

Taq
R
R
4782364  214.6219 R D| 22| 23528084 | 1676.5078 | 19182743
243_1326 1624242 | 4 |G| 21| 22377814 | 1e19.3944 | 10795320
584 3263 195.4470 | 5 || 20| 2180.7600 | 15%0.8836 | 1060.5248
FEVRLY: PRI 50y sese | & [ F| 25| 3089.6916 | 15412454 | 1027.5020
844 4788 4227430 RN L| 28| 29346232 | 14e7.m152 | s7me7on
PO ETTRE PR 0l 336565 | 6 (W 27| 26215391 | 4412732 | 441845
11546905 65,5417 | 9 | F| 26 | 2656.4756 | 1329.7415 | 686.8301
12636531 426.555% | 10| E| 25| 25114073 | 1256.2073 | s37.m073
1356, 6601 466.5962 D| 24| 2362.3648 | 1191.6660 | T94.7931
1512.7230 504.9125 | 12| N 23| 2267.3378 | 11349725
o 15637601 13| | 22| 21532548 | 1077 1501
* 1640.7616 547.5967 | 14| G| 21| 2082.2578
. b 1739.8500 | 670.4286 | 580.6215 | 15 | W | 20| 2005.2363 | 1013.1218
o 1852.9341 | 5265707 | eig.3162 | 16 | 0| 19| 1526.1679
1923.9712 | 9624892 | 641.9552 | 17 | A 18| 1813.0838
e 2036.0141 | 10155107 | 680.0096 | 18 | M| 17| 1742.0467 | 71.5270
& N :’: 7135.0669 | 1066.0371 | 712.3605 | 19| P | 16 | 1626.0038
.;5) ) 7757.230 | 1949.1152 | 7e6.4152 | 20| K| 15| 1530.9510 | 7es.97z | si0.5ees
s ) . 13542505 | 1177.625% | 785.4223 | 21| G| 14| 13857865 | epapoTi | 456.9338
< E 463.2551 | 12421512 | 528.4365 | 22 | E| 13| 13117654 | ese.3me3 | 437.9267
2617.3545 | 1309.1809 | £73.1230 | 23| M| 12| 11en72m 194.5125
1779.5986 | 1390.2630 | 927.1777 | 24| K| 11| to4m.e634 | o435 | 350.7200
. 1836.5401 | 14187737 | sde.1es5 | 25| 6 10 R iel 443.7533 | 96,1742
- = 1923.5721 | 1462.2657 | 975.1956 | 26| & EYIWT TN 4is.2425 | 2771641
l ‘1, k2 || 254 1954.60%2 | 1497.6063 | 996.5746 | 27 || & [RAPHPELN 371.7265 | 246.1534
B3 & B = ‘ TN : 3107.6533 | 1554.3503 | 1036.5693 | 28 | 0 | 7 1362080 | 2244744
. NI _.,J._LI‘ W Ty ] . lJ .....]_.E‘_. | Ll :I> ) 3206.7410 | 1604.6741 | 1070.2516 | 29 | T TRTIN 1756655 | 1867757
= - o - e 1265.7624 | 16323645 | 1089.25%0 | 30 | G| 5 LR CN 225.1421 | 153.0972
Click and drag in the plot to zoom X: ¥ - @@ Enable toaltip 33616150 | 1681.9112 | 1121.6095 | 31 | P PORLITN  100.6314 | 134.0900
1461.8636 | 17314454 | 1154.6377 | 32 | w| 3 [ELERLPRA 152.1050 | 1017391
3598.5051 | 17559562 | 1172.6399 | 21| G| 2 [PLLRETEN 1015706 | em.7ied
| K 1497.128 R

[Click] ta mawe table
Static Modifications:
C: 57.02146

M: 3.0189

Variable Modifications:
K: 34.0692

Replicate 1



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

—— precursor- 1113 2427 +++ —— precursor [M+1]- 1113 5771 +++
—— precursor [M+2]- 1113.9113+++ . precursor- 1113.2427+++
o 190 = @ mm precursor [M+1]- 1113577 1+++
5 . 46.5 > mm precursor [M+2]- 1113.9113+++
= 100 - £ 100 T
z
2 50 & 5 T
£ o = \ . g
455 46.0 46.5 47.0 47.5 45.0 = 0 -
N - Expected thdel-H-L-1-1
Retention Time & Fpecte ) metode
Replicate
— Eﬁzgﬂgﬁhﬁlgls21?1‘31{52?55?{%%“4 T precusorliI- 08T (heaw) m— precursor- 1118.2741+++
o 150 - @ mmm precursor [M+1]- 1118.6083+++
o ID 455 ID =4 mm— precursor [M+2] - 1118.9425+++
= 46541 pprit6.3 e 100 +
= 100 - @
2
g & 50
g 90 < I
2 2
£ o A o Rl s =
= 0 -
455 46.0 46.5 47.0 47.5 48.0 E Expected metGdel-H-L-1-1
Retention Time Replicate
—— precursor - 835.1839++++ —— precursor [M+1] - 835.4345++++ W [recUrsor- 835.1830++++
= precursor [M+2]- 835 6853 ++++ @ mmm precursor [M+1] - 835.4346++++
= 00 2 s precursor [M+2] - 835 6853 ++++
[ D D 473 S i
< £ 100
o 455 446.8 +9.3 ppm S
= 400 " idotp 0.88) o
z & 50 1
e 200 g
2 <
£ 0 = o
455 46.0 465 470 475 480 2 Expected reicat met6del-H-L-1-1
Retention Time eplicate
W precursor- 838.9574++++
= precursor - 838.9574-++++ (heavy) = precursor [M+1] - 839 2080++++ (heavy) @ mmmm precursor [M+1] - 839.2080++++
—— precursor [M+2] - 839 4587 ++++ (heavy) =4 mmmm precursor [M+2] - 839 4587 ++++
g
S 300 e
= 57 2
Z 200 -14.6 ppm 77 28 ©
£ 100 i o #16 ppm vt e
] q e (dotp 0.92) idatp € <
E 0 ) N Ay | e Pt o =
= T T T T : Expected metédel-H-L-1-1
455 46.0 46.5 47.0 475 45.0 Replicate

Retention Time

Replicate 1



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

b+ b2+ #

DGVFLYFEDNAGVIANP K GEM K GSAITGPVGK, MH= 3352.8084, m/z 1118.2743 116.0342 | 58.5207 | 1
File: 070414-Clarke-Katelyn-CytoRPs-metsdel-H-L-1-1, Scan: 26501, Precursor m/z: 1118.34483, Charge: 3

173.0557 QETRIEE L 31| 3237.7814 | 1619.3944

iy Ry M 1365657 | 3 30 | 3180.7600 | 1590.8836

419.1925 EraliKicEL N I 29 [ 3081.6916 | 1541.3494

532.7766 QELLEEYL I 28 | 2934.6232 | 1467.8152

695.3399 EEELRFELEE] 27 | 2821.5391 | 1411.2732

Lokl 421.7078 | 7 26 | 2658.4758

971.4509 | 486.2291 | & 25 [ 2511.4073

24 | 2382.3648

116%) 1086.4779 | 543.7426 | 9

1200.5208 | 600.7640 | 10 13 | 2267.3378

1035 c'+:| 1271.5579 | 636.2826 | 11 2% | 2153.2949
o

1328.5794 | 6647933 | 1L 21 | 2082.2578

1427.6478 | 7143275 | 13 20 | 2025.2363

1540.7318 | 770.86%6 | 14 19 [ 1926.1679

1611.7690 | 806.3881 | 15 1813.0838

7| 1742.0467

1628.0038 g:aERL

1530.9510 | 765.9792

78%]

1725.8119 | B63.4096 | 16

182Z.8646 | 911.9360 | 17

1985.0288 | 993.0180 | 18

- * 2042.0503 | 1021.5288 | 19 1368.7869 [LTRCHI
< 2171.0929 | 1086.0501 | 20 13 | 1311.7654 | 656.3863

) 2305.1522 | 1153.0798 | 21 12 | 1182.7228
. . 2467.3164 | 1234.1618 | 22 11| 1048.6634 | 524.8353
8 1524.3379 | 1262.6726 | 23 [T 443.7533
. + . 2611.3699 | 1306.1886 | 24 415.2425
. +-:E s .33 = 2 ‘ . s 2682.4070 | 1341.7071 | 25 PR 371.7265
1S = £, r:g z = + 1795.4911 | 1398.2492 | 26 671.4087 [JEECNILI]
B "T ‘ = oT: £|”| ’| ‘:I 2896.5388 | 1448.7730 | 27 LTIl 7796659
) 250 750 1250 1500 1750 1953.5602 | 1477.2837 | 28 457.7769 [P REA

3050.6130 | 1525.8101 | 29 400.2554 EiRENE)

303.2027 | 15Z.1050

pioMECEEN 102.5708

Click and drag in the plot to zoom X: ¥ v: Zoom Out || Print Enable tooltip

3149.6814 | 1575.3443 | 30

3206.7029 | 1603.8551 [ 31

zn<-=n-|—:-vxnx3mnx-=z>—<n>z=m-n-<u-n<n=_§'

147.1128 pERiLICi]

Click] to move table
Static Modifications:
C: 57.02146

M: 3.0139

Variable Medifications:
K: 34.0692

Replicate 1



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

b+ b2+ b3+ #

DGVFLY FEDNAGVIANP K GEM K GSAITGPVGK, MH+ 3337.7139, m/z 835.1839 116.0342 | 5B.5207 39349 | 1
File: 07041 4-Clarke-katelyn-CytoRPs-metadel-H-L-1-1, Scan: 26338, Precursor m/z: 835.6844, Charge: 4

# |y+ ¥+ ¥3+

173.0557 ER:-pRiIEEL] 58.3567 2 31| 3222.6869 | 1611.8471 | 1074.9005

iy RYIo M 136.5657 | 91.3795 3 30 | 3165.6655 | 1583.3364 | 1055.8933

LIVAL A 210.0999 | 140.4024 | 4 29 | 3066.5971 | 1533.8022 | 1022.8705

xRl D66.6419 | 178.0970 | & I8 | 2919.5287 | 1460.2680 | 973.8477

LoaBk ) 548.1736 | 232.4515 | 6 I7 | 2806.4446 | 1403.7259

seq
o
G
v
F
L
Y
842.4083 | 421.7078 | 281.4743 | 7 | F | 26 | 2643.3813
971.4509 | 486.2291 | 324.4885 | & [ E| 25 | 2496.3128
e 1086.4779 | 543.7426 | 362.8308 | 9 | D| 24 | 2367.2703
1200.5208 | 600.7640 | 400.8451 | 10 | M| 23 | 2252.2433
_ 1271.5579 | 636.2826 | 424.5241 |11 | A | 22 | 2138.2004
o + 1328.5794 | 664.7933 | 443.5313 |12 |G| 21 | 2067.1633
g 1427.6478 | 714.3275 | 476.5541 |13 | M| 20 | 2010.1418
833 1540.7318 | 770.8696 | 514.2488 |14 | B | 19| 1911.0734
1611.7690 | 806.3881 | 537.9278 |15 | A| 18 | 1797.9893 600.0013
1725.8119 | B63.409% | 575.9421 |16 | M| 17 | 1726.9522 B76.3223
5% 1822.8646 | 911.9360 | 608.2931 |17 | B 16 ERlGFR k] 538.3079
1978.9910 | 989.9991 18 [ K | 15 | 1515.8565 | 758.4319 | 505.9570
N 2036.0125 | 1018.5099 | 679.3423 |19 |G| 14 | 1359.7302 453.9149
- 2165.0551 | 1083.0312 | 722.3565 | 20 | E| 13 | 1302.7087 | 651.8580 | 434.9078
2296.0955 | 1148.5514 | 766.0367 | 21 | M| 12 | 1173.6661 391.8936
33% :,— Z452.2219 | 1226.6146 | 818.0788 |22 | K [ 11| 1042.6256 | 521.8164 | 348.2134
N T 2509.2434 | 1255.1253 | 837.0860 |23 |G| 1 [k 443.7533 | 296.1713
‘E u.’j N 2596.2754 | 1298.6413 | 866.0967 | 24 | § | 9 | BZ9.4778 | 415.2425 | 277.1641
7 + + + grlr‘ 2667.3125 | 1334.1599 | 889.7757 | I5 | A | 8 | 742.4458 | 371.7165 | 248.1534
g ‘I IE T c5 rlr‘ 2780.3966 | 1390.7019 | 927.4704 |26 | B 7 336.2080 | 224.4744
; ‘ YI: ‘fT 2881.4443 | 1441.2258 | 961.1529 |27 | T | 6 W ErZ0 W 279.6659 | 186.7797
200 420 600 800 1eeo 1200 1420 1600 2938.4657 | 1469.7365 | 980.1601 |28 |G| & BEEISFM 779.1421 | 153.0972
Click and drag in the plot to zoom X: 7 Zoom Out Print Enable tooltip 3035.5185 | 1518.2629 | 1012.5110 | 29 | P| 4 QENLLTHE 700.6314 | 134.0900
3134.5869 | 1567.7971 | 1045.5338 | 30 | M| 3 152.1080 | 101.7391
3191.6084 | 1596.3078 | 1064.5410 | 31 |G| 2 Wi SEZ:E 102.5708 68.7163
crlll OB 147.1128 74.0600 49,7091

Click] to move table
Static Modifications:
C: 57.02146

‘Variable Medifications:
K: 28.0314

Replicate 1



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88,
(missed 2)

119]

b+ b2+ b3+ # |Seq|# v+ ¥I+ ¥i+
DGYFLYFEDMAGVIANP K GEM K GSAITGPYGK, MH+ 335Z2.8084, m/z 838.9576 116.0342 | 58.5207 39.349 | 1 [ 32
File: 070414-Clarke-Katelyn-CytoRPs-metédel-H-L-1-1, Scan: 26489, Precursor m/z: 839.20905, Charge: 4 173.0557 87.0315 58.3567 7 L@ 31 | 3237.7814 | 1819.3044 | 1079.9320
rryRVoal 136.5657 | 91.3795 3 ['M | 30 | 3180.7600 | 1590.8836 | 1060.9248
LiLAL - 210.0999 | 140.4024 | 4 [F| 29 | 3081.6916 | 1541.3494 | 1027.9020
tEr [ 766.6419 | 178.0970 | 5 | L| I8 | 2934.6232 | 1467.8152
695.3399 | 348.1736 | 232.4515 | 6 | ¥ | I7 | 2B21.5391 | 1411.2732
842.4083 | 421.7078 | 281.4743 | 7 | F | 16 | 2658.4758
486.2291 | 324.4885 | 8 [ E |25 | 2511.4073
110 1086.4779 | 543.7426 | 362.8308 | 9 [D| 24 | 23B2.3648
;j 1200.5208 | 600.7640 | 400.8451 | 10 (N[ 23 | 2267.3378
T 1271.5579 | 636.2826 | 424.5241 | 11 [A | 22 | 2153.2949
32 1328.5794 | 664.7933 | 443.5313 |12 [ G| 21 | 2082.2578
1427.6478 | 714.3275 | 476.5541 | 13 [ M| 20 | 2025.2363 675.7503
1540.7318 | 770.8696 | 514.2488 | 14 [ 19 | 1926.1679
a3 1611.7690 | 806.3881 | 537.9278 | 15 [A| 18 | 1813.0838 605.0328
1725.8119 | 863.4096 | 575.9421 | 16 [N | 17 | 1742.0467 581.3538
1822.8646 | 911.9360 | 608.2931 |17 [P 16 | 1628.0038 | 814.5055 | 543.3394
- 1985.0288 | 993.0180 | 662.3478 |18 [ K | 15 | 1530.9510 | 765.9792 | 510.9885
| 2042.0503 | 1021.5288 | 681.3549 | 19 (G| 14 | 1368.7869 | 684.8971 | 456.9338
2171.0929 | 1086.0501 | 724.3691 | 20 [E| 13 | 1311.7654 | 656.3863 | 437.9267
. + 2305.1522 | 1153.0798 | 769.0556 | Z1 [ M| 12 394.9125
7 g Z467.3164 | 1234.1618 | 823.1103 | ZZ [ K | 11 | 1048.6634 | 524.8353 | 350.2Z60
'-'E B42.1175 [ 23 |G| 10 | 8B6.4993 | 443.7533 | 296.1713
+ 2611.3699 | 1306.1886 | 871.1282 |24 [ § | 9 | BI9.4778 | 415.2425 | 277.1641
" + g‘ Z682.4070 | 1341.7071 | 8948072 | Z5 (A | & QEErEZM 371.7265 | 248.1534
‘ig % rf + o 2795.4911 | 1398.2492 | 932.5019 |26 [ 0| 7 WAl U@ 336.2080 | 224.4744
- ‘ ‘ T% q:? gl Eg‘ 2896.5388 | 1448.7730 | 966.1844 | I7 (T 6 W ErZlW 779.6659 | 186.7797
200 400 s00 00 1200 1400 1800 1800 2953.5602 | 1477.2857 | 985.1916 | I8 (G| 5 WE-TAIAM 779.1421 | 153.0972
3050.6130 | 1525.8101 9 PR 4 EEl WL 200.6314 | 134.0900
Click and drag in the plot to Zoom Out | | Print Enable tooltip -
3149.6814 | 1575.3443 | 1050.5653 | 30 (M| 3 152.1050 | 101.7391
3206.7029 | 1603.8551 | 1069.5725 | 31 (G| 2 Wil BMETEE 102.5708 68.7163
32K 1 EREISLF  74.0600 49.7091
[Click] to move table
Static Modifications:
C: 57.02146
M: 3.0189
Variable Modifications:
K: 34.0692

Replicate 1




RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

—— precursor- 11132427 +++ —— precursor [M+1]- 1113.577 1+++ m— precursor- 1113.2427+++
—— precursor [M+2]- 1113 9113 +++ s precursor [M+1]- 1113577 1+++

mmmm precursor [M+2]- 11139113 +++

>
ﬁ? 80 DD s83 ;E 100 —
g ) 48.2-3-?33.114- 3
Z 40 i s
e s PR
520+, i g
E U PN Fal : e _Iu.. - 0 1
47.5 48.0 E Expected H-L-1-1-rep2
Retention Time Replicate
—— precursor - 1118.2741+++ (heavy) —— precursor [M+1] - 1118.6083+++ (heavy) m— precursor- 1118.2741+++
—— precursor [M+2]- 1118.9425+++ (heavy) @ mmmm precursor [M+1]- 11186083 +++
= 2 mm precursor [M+2]- 1118.9425+++
® &0 483 1D =400 -
o 4%#0.G ppriBdd E
= g
@
] 431 ﬁ S0
E -19.6 ppm @
2 [ <
£ 1 = 0 -
475 48.0 485 49.0 5 Expected H-L-1-1-rep2
Retention Time Replicate

—— precursor - 835.1830++++ —— precursor [M+1] - 835 4346++++ W Drecursor- 835.1839++++
—— precursor [M+2] - 835.6853++++ . precursor [M+1]- 835 4346++++

@
—_ = mmmm precursor [M+2]- 8356853 ++++
@ 250 oo o £ 100 & p M+2]
o 200 4827 4%°4d H
- 48.3 2
= 150 =
* 100 | a 50 1
c ! 49.1 1
2 50 | -0.8 ppm &-
£ 0 t f T t > 0
475 48.0 48.5 49.0 5 Expected H-L-1-1-rep2
Retention Time Replicate
— precursor - 838.9574++++ (heavy) — precursor [M+1] - 839.2080++++ (heavy) BN precursor- 838 .9574++++
—— precursor [M+2] - 8394587 ++++ (heavy) @ s precursor [M+1]- 839.2080++++
& 150 — o mmm precursor [M+2] - 839 4587 ++++
© ©
< 423 1D = 100 =
c
o @
b 2
@
z 250 i
5
2
X <T
= et = = x g
47.5 48.0 48.5 49.0 3 Expected H-L-1-1-rep2
Retention Time Replicate

Replicate 2



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

b+ b2+ #

DGVFLYFEDNAGYIANP K GEM K GSAITGPYGK, MH= 3337.7139, m/z 1113.2428 116.0342 58.5207 1
File: 110714-ajay-Clarke-katelyn-metadel-cytolysate-H-L-1-1-rg

. 5can: 25328, Precursor m/z: 1113.91, Charge: 3

173.0557 [EErRiEE L 31| 3222.6869 | 1611.8471

rryRVo il 136.5657 | 3 30 | 3165.6655 | 1583.3364

EILALY- 210.0999 | 4 9 | 3066.5971 | 1533.8022

LRy 766.6419 | 5 28 | 2919.5287

Lokl 348.1736 | 6 2806.4448

Lok 421.7078 | 7 26 | 2643.3813

<|lo|= | z|o|m|n|<|r|[n|<|o|o|f
~
]

971.4509 | 486.2291 | 8 25 | 2496.3128
109% 1086.4779 | §43.7426 | 9 24 | 2367.2703
é 1200.5208 | 600.7640 | 10 23 | 2252.2433
636.2826 | 11 22 | 2138.2004
1328.5794 | 664.7933 | 12 21 | 2067.1633
- 1427.6478 | 714.3275 | 13 20 | 2010.1418
1540.7318 | 770.8696 | 14| 1| 19| 1911.0734
1611.7690 | 806.3851 | 15 | A | 18 | 1797.9893
- 1725.8119 | 863.4096 | 16 | M| 17 | 1726.9522
1822.8646 | 911.9360 | 17 | B| 16 | 1612.9093
* 1978.9910 | 989.9991 | 18 | K | 15 | 1515.8565 | 758.4319
< 2036.0125 | 1018.5099 | 19 | G KRN 680.3687
e 2165.0551 | 1083.0312 | 20 | E 451.8580
2296.0955 | 1148.5514 | 21 | M 1173.6661
2452.2219 | 1226.6146 | 22 | K 521.8164
“;’ 7509.2434 | 1256.1253 | 23 | G 886.4993 [RERLEE]
e . '1'3 rl: . 2596.2754 | 1298.6413 | 24 | § | 9 | 829.4778 | 415.2425
=l Q + 2667.3125 | 1334.1509 | 25 | A | & | 742.4458 | 371.7265
1 é E b= 2780.3966 | 1390.7019 | 26 | 1| 7 | 671.4087 | 336.2080
- 9 ‘/T T og | 2881.4443 | 1441.2288 | 27 | T | & e vl M 279.6659
' 400 500 a0 1000 1200 1400 1600 7938.4657 | 1469.7365 | 28 | G| 5 WL erdr oM 229.1421
Click and drag in the plot to zoom X: ¥/ v: Zoom Out | | Print Enable tooltip 3035.5185 | 1618.2629 | 29 | TR 4 |Eeorcrgl 200.6314
3134.5869 | 1567.7971 | 30 | V| 3 152.1050
3191.6084 | 1596.3078 | 31 | G| 2 W REEM 102.5708
32 K| 1 QREZAFVEN 74.0600

Click] to move table
Static Modifications:
C: 57.02146

Variable Modifications:
K: 28.0314

Replicate 2



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

bt b2+ #  |seqls |y+ y2+
DGYFLYFEDNAGYIANP K GEM K GSAITGPYGK, MH+ 33528084, m/z 1118.2743 116.0342 58.5207 1 BB 32
File: 110714-ajay-Clarke-Katelyn-metédel-cytolysate-H-L-1-1-rep2, Scan: 25304, Precursor m/z 1118.61, Charge: 3 173.0557 87.0315 2 e 31| 3237.7814 | 1619.3944
FryRyZI M 1365657 | 3 (M) 30 | 3180.7600 | 1590.8836
LAV 710.0999 | 4 |[F |29 [ 3081.6916
Lkr eyl 7666419 | 5 L 28 | 2934.6232
[k 3481736 | 6 [ ¥ | 27 [ 2821.5391
LIv Rkl 4217078 | 7 | F| 26 | 2658.4758
971.4509 | 486.2291 | B | E| 25 [ 2511.4073
1086.4779 | 543.7426 | 9 | D | 24 | 2382.3648
c';j 1200.5208 | 600.7640 |10 | M| 23 | 2267.3378
1271.5579 | 636.2826 |11 | A | 22 | 2153.2949
1328.5794 | 664.7933 (12 |G| 21 | 2082.2578
1427.6478 | 7143275 (13 | M | 20 | 2025.2363
e 1540.7318 | 770.8696 |14 [ I |19 | 1926.1679
1611.7690 | 806.3881 |15 | A 18 | 1813.0838
1725.8119 | B63.409 |16 | M| 17 | 1742.0467
1822.8646 | 911.9360 (17 | P| 16 | 1628.0038 | 814.5055
oo 1985.0288 | 993.0180 |18 | K [ 15 | 1530.9510 | 765.9792
| ‘-_i-’_ 2042.0503 | 1021.5288 [ 19 |G| 14 Rk A0
< 2171.0929 | 1086.0501 [ 20 P E| 13 | 1311.7654 | 656.3863
2305.1522 | 1153.0798 | 21 | M| 12 | 1182.7228 | 591.8650
- 2467.3164 | 1234.1618 [ 22 | K | 11 | 1048.6634 | 524.8353
27| l-g‘ 2524.3379 | 1262.6726 | 23 |G| 10 LIS 443.7533
+ r_: é 2611.3699 | 1306.1886 [ 24 | § | 9 | B29.4778 | 415.2425
+ L = 2682.4070 | 1341.7071 |25 | A | B | 742.4458 | 371.7265
ct‘-.’: ‘I L + 2795.4911 | 1398.2492 (26 | I 7 WCTAFC..TAM 336.2080
-1 ‘ [ = =
| 2 i|3‘% = 2896.5388 | 1448.7730 | 27 | T | 6 WELEFIT 279.6659
- 400 600 I 300 1200 1400 1600 2953.5602 | 1477.2837 |28 |G| 5 WETAZ[TH 229.1421
3050.6130 | 1525.8101 [ 29 PP 4 EECINLLTH 700.6314
Click and drag in the plot to zoom X: ¥ v: Zoom Out | | Print Enable tooltip — -
3149.6814 | 1575.3443 | 30 | W | 3 152.1050
3206.7029 | 1603.8551 [ 31 PG| 2 QricSEZ:E 10Z2.5708
37 PK| 1 | 147.1128 74.0600
[Click] to move table
Static Modifications:
C: 57.02146
M: 3.0189
Variable Modifications:
K: 34.0692

Replicate 2



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

b+ b2+ b3+ #
DGVFLYFEDMAGVIANP K GEM K GSAITGPVGK, MH+ 3337.7139, m/z 835.1839 116.0342 58.5207 39.349

File: 110714-ajay-Clarke-Katelyn-metédel cytolysate-H-L-1-1-rep2, Scan: 25434, Precursor m/z: 835.68427, Charge: 4
= ! e "’ ! s reY Tl 57.0315 | 58.3567

ra

31| 3222.6869 | 1611.8471 | 1074.9005

rryRYo il 136.5657 | 91.3795 3 30 | 3165.6655 | 1583.3364 | 1055.8933

LILALY- 710.0999 | 140.4024 | 4 29 | 3066.5971 | 1533.8022 | 1022.8705

LRy 766.6419 | 17B.0970 | & I8 | 2919.5287 | 1460.2680 | 973.8477

seq
D
G
%
F
L
605.3399 | 348.1736 | 232.4515 | & | ¥ |27 | 2806.4446 | 1403.7259
842.4083 | 421.7078 | 281.4743 | 7 | F| 26 | 2643.3813 | 1322.1943
971.4509 | 486.2291 | 324.4885 | 8 | E |25 | 2496.3128 | 1248.6601
119% 1086.4779 | 543.7426 | 362.8308 | 9 | D | 24 | 2367.2703
1200.5208 | 600.7640 | 400.8451 |10 | M| 23 | 2252.2433 751.4193
1271.5579 | 636.2826 | 424.5241 |11 | A |22 | 2138.2004 713.4050
o a;a 1328.5794 | 664.7933 | 443.5313 [ 12 | G| 21 | 2067.1833
1427.6478 | T14.3275 | 476.5541 |13 | ¥ | 20 | 2010.1418
. 1540.7318 | 770.8696 | 514.2488 | 14| I |19 |1911.0734
1611.7690 | 806.3881 | 537.9278 |15 | A |18 | 1797.9893 600.0013
1725.8119 | B63.4096 | 575.9421 |16 | M| 17 | 1726.9522 576.3223
5% 1822.8646 | 911.9360 | 608.2931 [ 17 | P | 16 | 1612.9093 538.3079
1978.9910 | 989.9991 | #60.3352 | 18 | K | 15 | 1515.8565 | 758.4319 | 505.9570
) 2036.0125 | 1018.5099 | 679.3423 |19 | G| 14 | 1359.7302 | 680.3687 | 453.9149
5‘: 2165.0551 | 1083.0312 | 722.3565 |20 | E | 13 | 1302.7087 | 651.8580 | 434.9078
. 2296.0955 | 1148.5514 | 766.0367 | 21 | M| 12 [ 1173.6661 391.8936
. . 2 2452.2219 | 1226.6146 | 818.0788 |22 | K | 11 | 1042.6256 | 521.8164 | 348.2134
2 2509.2434 | 1255.1253 | 837.0860 |23 | G| 10 | 886.4993 | 443.7533 | 296.1713
. 2596.2754 | 1298.6413 | 866.0967 |24 | § | 9 | 829.4778 | 415.2425 | 277.1641
7 ‘}& * ] 5}, 2667.3125 | 1334.1590 | 889.7757 |25 | A | 8 | 742.4458 | 371.7265 | 248.1534
5 =T T 2780.3966 | 1390.7019 | 927.4704 |26 | || 7 | 671.4087 | 336.2080 | 224.4744
N ‘ 2881.4443 | 1441.2258 | 961.1529 |27 | T | & BELEAETM 279.6650 | 186.7797
' 200 400 600 a0 1000 1200 1400 2038.4657 | 1469.7365 | 980.1601 |28 | 6| 5 PEgAZCCM 229.1421 | 153.0972
Click and drag in the plot to zoom X: @ ¥: Zoom Out | [ Print Enabl tooltip 3035.5185 | 1518.2629 | 10125110 [ 29 | P | 4 MEVRETM 200.6314 | 134.0900
3134.5869 | 1567.7971 | 1045.5338 | 30 [ ¥ 3 152.1050 | 101.7391
3191.6084 | 1596.3078 | 1064.5410 | 31 | 6| 2 PEITREFEN 102.5708 | 68.7163
32 (K| 1 EREARFEN 74.0600 | 49.7091

Click] to move table
Static Modifications:
C: 57.02146

Variable Modifications:
K: 28.0314

Replicate 2



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

b+ b2+ b3+ #

DGVFLYFEDNAGVIANP K GEM K GSAITGPVGK, MH= 3352.8084, m/z 838.9576 116.0342 58.5207 39.349 1
File: 110714-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1-rep2, Scan: 25423, Precursor m/z: 839.2121, Charge: 4

173.0557 E:rRiEEL] 58.3567 | Z 31| 3237.7814 | 1619.3944 | 1079.9320

rryRYo il 136.5657 | 91.3795 3 30 | 3180.7600 | 1590.8836 | 1060.9248

LILALY- 710.0999 | 140.4024 | 4 29 | 3081.6916 | 1541.3494 | 1027.9020

LRy 766.6419 | 17B.0970 | & I8 | 2934.6232 | 1467.8152 | 978.879Z

695.3399 | 348.1736 | 232.4515 | & I7 | 2BZ1.5391 | 1411.2732

B42.4083 | 421.7078 | Z81.4743 | 7 26 | 2658.4758 | 1329.7415

971.4509 | 486.2291 | 324.4885 | & 25 | 2511.4073 | 1256.2073

1125 1086.4779 | 543.7426 | 362.8308 | @ 24 | 2382.3648 | 1191.6860
+ 1200.5208 | 600.7640 | 400.8451 |10 23| 2267.3378 756.4508
- g 1271.5579 | 636.2826 | 424.5241 | 11 27| 2153.2949
| 1328.5794 | 664.7933 | 443.5313 |12 21| 2082.2578
1427.6478 | 714.3275 | 476.5541 [ 13 20 | 2025.2363
4 1540.7318 | 770.8696 | 514.2488 | 14 19| 1926.1679 642.7275
1611.7690 | B06.3881 | 537.9278 | 15 18 | 1813.0838 605.0328
70% 1725.8119 | 863.4096 | 575.9421 |16 17 | 17420467 581.3538
1822.8646 | 911.9360 | 608.2931 |17 16 | 1628.0038 543.3394
- 1985.0288 | 993.0180 | 662.3478 |18 15 | 1530.9510 | 765.9792 | 510.9885
| 2042.0503 | 1021.5288 | 681.3549 |19 14 | 1368.7869 456.9338
2171.0929 | 1086.0501 | 724.3691 | 20 13| 1311.7654 | 656.3863 | 437.9267
= + 2305.152Z | 1153.0798 | 769.0556 | 21 12 | 1182.7228 394.9125
g Z467.3164 | 1234.1618 | BZ3.1103 |22 11| 1048.6634 | 524.8353 | 350.2Z60
28% L{\‘ . Z524.3379 | 1262.6726 | B4Z.1175 |13 10 EESL ekl 443.7533 | 296.1713
T g 2611.3699 | 1306.1886 | 871.1282 | 24 9 | BI9.4778 | 415.2425 | Z77.1641
e . é % 4 é: 2682.4070 | 1341.7071 | B94.8072 | 15 § | 74Z.4458 | 371.7265 | 248.1534
B b I795.4911 | 1398.2492 | 932.5019 | I8 7| 671.4087 | 336.2080 | 2Z4.4744
2896.5388 | 1448.7730 | 966.1844 | 27 6 | 558.3246 | I79.6659 | 186.7797

953.5602 | 1477.2837 | 985.1916 | 28 5 EESTSIL M 179.1421 | 153.0972

800

- 3050.6130 | 1525.8101 | 1017.5425 | 29
Click and drag in the plot to zoom X: ¥ v: Zoom Out | | Print Enable tooltip
3149.6814 | 1675.3443 | 1050.5653 | 30

3206.7029 | 1603.8551 | 1069.5725 | 31

4 EENGTA 700.6314 | 134.0900

3 | 303.2027 | 15Z.1050 | 101.7391

I oSkl 102.5708 | 68.7163

zn<-=n-|—>vxnx:¢mnx-=zb—<nbzum-n-<|-n<n=_§'

1 EREISEFiE 74.0600 49.7091

Click] to move table
Static Modifications:
C: 57.02146

M: 3.0189

Variable Modifications:
K: 34.0692

Replicate 2



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

— precursor- 11132427 +++ —— precursor [M+1]- 1113577 1+++ EE precursor- 1113 2427 +++
—— precursor [M+2] - 1113.9113+++ mmmm precursor [M+1] - 1113577 1+++
150 o s o D mm precursor [M+2] - 1113.9113+++

48.1 0.1 ppm 48448.4
[~

100
50 4

f t T
47.4 476 47.8 48.0 48.2 484 486 48.8 49.0

Intensity (1046)
o g
i
Peak Area Percentage
o =
(=]
1 |
} {

Expected H-L-1-1-rep3
Retention Time Replicate
— precursor- 1118.2741+++ (heavy) — precursor [M+1]- 1118.6083+++ (heavy) mmm precursor- 1118.2741+++
—— precursor [M+2] - 1118.9425+++ (heavy) ° mmmm precursor [M+1] - 1118 6083 +++
2‘3‘ D 4s2 oo ? mmmm precursor [M+2] - 11158.9425+++
= 150 48.720.4 pom 454434 t
= H @
z 100 E
w o
= 50
s g
£ 0 - - = e = <
47.4 47.6 47.8 48.0 48.2 484 48.6 48.8 48.0 -
. _ @ Expected H-L-1-1-rep3
Retention Time o .
Replicate

—— precursor- B35.1839++++ —— precursor [M+1] - 835.4346++++
—— precursor [M+2] - 335.6853++++

N precursor- 8351830 ++++
mmmm precursor [M+1] - 835 4346++++

— @
® 18] 483 IDC D 3 mmmm  precursor [M+2] - 835.6853++++
o 300 481 ppm  4B2484 £ 100 -
- ' | =
Z 200 |
® i @
= 100 H a 50 1
] ! I
£ 0 t t T f t T T =
47.4 476 47.8 48.0 482 484 486 48.8 480 x 0
Retention Time a Expected _ H-L-1-1-ep3
Replicate
—— precursor- 838.9574++++ (heavy) —— precursor [M+1] - 839.2080++++ (heavy)
—— precursor [M+2] - 8394587 ++++ (heavy) BN precursor- 838.9574++++
400 5 a2 J— s precursor [M+1] - 839.2080++++

m precursor [M+2] - 839 4587 ++++

48.7+0.6 ppm 484484
-

w
=]
[=]

100

100

Intensity (10%6)
[~}
o
[=)

(=]

474 476 47.8 48.0 482 48.4 48.6 48.8 49.0
Retention Time

Peak Area Percentage
o 3
I } {

Expected H-L-1-1-rep3
Replicate

Replicate 3



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

b+ b2+ Seq)# v+ S
DGYFLYFEDNAGYIANP K GEM K GSAITGPYGK, MH+ 3337.713%9, m/z 1113.2428 116.0342 58.5207 D 32
File: 110714-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1-rep3, Scan: 25994, Precursor m/z: 1113.9154, Charge: 3 173.0557 87.0315 G| 31| 3227.6889 | 1611.8471
FrrRrZi I 136.5657 ¥ | 30 | 3165.6655 | 1583.3364
EibA Ly 710.0999 F | 29 | 3066.5971 | 1533.8022
532.2766 QFLLE.EIR) L | 28 | 2919.5287
695.3399 EEZhRFEL] Y | 27 | 2806.4446
842.4083 | 421.7078 F | 26 | 2643.3813
971.4509 | 486.2291 E| 25 | 2496.3128
1086.4779 | 543.7426 D | 24| 2367.2703
+ 1200.5208 | 600.7640 M| 23| 2252.2433
L]
o 1271.5579 | 636.2826 Al 27| 2138.2004
1328.5794 | 664.7933 |12 | G| 21 | 2067.1633
1427.6478 | 7T14.3275 |13 | M| 20 | 2010.1418
85%
1540.7318 | 770.8696 | 14 | B | 19 | 1911.0734
1611.7690 | 806.3881 |15 | A 1797.9893
o 1725.8119 | 863.4096 | 16 | N | 17 | 1726.9522
1822.8646 | 911.9360 |17 | P 1612.9093
573 1978.9910 | 989.9991 | 18 | K [ 15 | 1515.8565 | 758.4319
2036.0125 | 1018.5099 | 19 | G| 14 | 1359.7302 | 680.3687
‘-_'-’_ 2165.0551 | 1083.0312 | 20 | E| 13 | 1302.7087 | 651.8580
433
n 2296.0955 | 1148.5514 | 21 | M| 12 | 1173.6661
- 2452.2219 [ 1226.6146 | 22 | K | 11 | 1042.6256
- 0
o & 2509.2434 | 1255.1253 | 23 | G| 10 QI CCEl 443.7533
+ + 2596.2754 | 1298.6413 | 24 | § | 9 | 829.4778 | 415.2425
+ ©° [1:] +
143 o et T = © 2667.3125 | 1334.1599 | 25 | A | B | 742.4458 | 371.7265
= —
+ o+ = + + = + ~
luar=e h [=] [=s] 2780.3966 | 1390.7019 | 26 |01 YRR . T A 336.2080
=] b =l .
N L1 1 T 2881.4443 | 1441.2258 | 27 | T | 6 WEErITM 279.6659
e 400 a0 a0 1e00 1200 1400 1800 1800 2938.4657 | 1469.7365 | 28 |G| 5 WESISTLCE 779.14721
Click and drag in the plot to zoom X: #) : Zoom Out | | Print Enable tooltip 3035.5185 | 1618.2629 | 29 |B) 4 |ctrenl 200-6314
3134.5869 | 1567.7971 | 30 | M| 3 | 303.2027 | 152.1050
3191.6084 | 1596.3078 | 31 |G| 2 i BETEW 102.5708
crlll O BRI 147.1128 74.0600
Click] to move table
Static Modifications:
C: 57.02146
Variable Modifications:
K: 28.0314

Replicate 3



RPL23B

R.DGVFLYFEDNAGVIANPdIKGEMdiKGSAITGPVGK.E [88, 119]

(missed 2)

DGVFLYFEDHAGYIANP K GEM K GSAITGPYGK, MH+ 3352.8084, m/Z 1118.2743
File: 110714-ajay-Clarke-kKatelyn-metédel-cytolysate-H-L-1-1-rep3, Scan: 25817, Precursor m/z: 1118.9458, Charge: 3

95%|

41%|

b3+

hd+

b5+

y6+

e}

_\1 A4+

y16+

1200 1400

Zoom Out | | Print

Click and drag in the plot to zoom X: &y Enable tocltip

Replicate 3

1600

1800

b+ b2+ # |seq|#  |y+ ¥I+
116.0342 58.5207 | 1 | D 32
RN TAN B7.0315 | I [G | 31| 3237.7814 | 1619.3944
rry RVl 136.5657 | 3 (W 30 | 3180.7600 | 1590.8836
EILRL LN 210.0999 | 4 | F | 29 | 3081.6916 | 1541.3494
xR P66.6419 | 5 (L 28 | 2934.6232
Lok il 348.1736 | 6 (¥ | 27 | 2821.5391
842.4083 | 421.7078 | 7 [ F | 26 | 2658.4758
971.4509 | 486.2291 | &8 | E| 25 | 2511.4073
1086.4779 | 543.7426 | 9 | D | 24 | 2382.3648
1200.5208 | 600.7640 |10 | MY 23 | 2267.3378
1271.5579 | 636.2826 | 11 | A| 22 | 2153.2949
1328.5794 | 664.7933 |12 |G| 21 | 2082.2578
1427.6478 | 7143275 |13 | W | 20 | 2025.2363 | 1013.1218
1540.7318 | 770.8696 | 14 |H 19| 1926.1679
1611.7690 | B06.3881 | 15 | A 1813.0838
1725.8119 | B63.4096 | 16 | N 17
1822.8646 | 911.9360 17 | P 1628.0038
1985.0288 | 993.0180 |18 | K 765.9792
2042.0503 | 1021.5288 | 19 | G Rkl 6848971
2171.0929 | 1086.0501 | 20 | EY| 13 | 1311.7654 | 656.3863
2305.1522 [ 1153.0798 | 21 | M| 12 | 1182.7228
2467.3164 | 1234.1618 | 22 | K | 11| 1048.6634 | 524.8353
2524.3379 [ 1262.6726 | 23 |G| 10 gkl 443.7533
2611.3699 | 1306.1886 | 24 | §| 9 | 829.4778 | 415.2425
Z682.4070 [ 1341.7071 | 25 | A| 8 | 742.4458 | 371.7265
2795.4911 | 1398.2492 | 26 | 0| 7 BLTARCU-TAN 336.2080
2896.5388 | 1448.7730 [ 27 | 1| & Q. BrZ M 279.6659
2953.5602 | 1477.2837 | 28 |G| 5 WESTAT AN 779.1421
3050.6130 [ 1525.8101 [ 29 B 4 EEFTH 200.6314
3149.6814 | 1575.3443 [ 30 | W | 3 152.1050
3206.7029 | 1603.8551 [ 31 |G| 2 Ei METEN 102.5708
vl O I 147.1128 SN

Click] to move table
Static Modifications:

C: 57.02146
M: 3.0189%

Variable Modifications:

K: 34.0692




RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

b+ b2+ b3+ #

DGVFLYFEDNAGYIANP K GEM K GSAITGPYGK, MH+ 3337.7139, m/z 835.1839 116.0342 58.5207 39.349 1
File: 110714-ajay-Clarke-katelyn-metsdel-cytolysate-H-L-1-1-rep3, Scan: 25963, Precursor m/z: 835.43335, Charge: 4

173.0557 EE:TERE] 58.3567 | 2 31| 3222.6869 | 1611.8471 | 1074.9005

rryRVoall 136.5657 | 91.3795 3 30 | 3165.6655 | 1583.3364 | 1055.8933

EILA LY 710.0999 | 140.4024 | 4 29 | 3066.5971 | 1533.8022 | 1022.8705

xR 166.6419 | 178.0970 | 5 I8 | 2919.5287 | 1460.2680 | 973.8477

695.3399 | 348.1736 | 232.4515 | & I7 | 2806.4446 | 1403.7259

B42.4083 | 421.7078 | 281.4743 | 7 26 | 2643.3813

971.4509 | 486.2291 | 3Z4.4885 | & 25 | 2496.3128

o 1086.4779 | 543.7426 | 362.8308 | 9 24| 2367.2703

é 1200.5208 | 600.7640 | 400.8451 |10 23| 2152.2433

1271.5579 | 636.2826 | 424.5241 [ 11 17 | 2138.2004

2% 1328.5794 | 664.7933 | 443.5313 |12 2067.1633
1427.6478 | T14.3275 | 476.5541 |13 20 | 2010.1418 670.7188

1540.7318 | 770.86%96 | 514.2488 | 14 19 1911.0734

733 1611.7690 | 806.3881 | 537.9278 |15 18 | 1797.9893 600.0013

1725.8119 | B63.4096 | 575.9421 | 18 17 | 1726.9522 576.3223

1822.8646 | 911.9360 | 608.2931 |17 16 | 1612.9093 538.3079

550 1978.9910 | 989.9991 | 660.3352 |18 15 | 1515.8565 505.9570

2036.0125 | 1018.5099 | 679.3423 |19 14| 1359.7302 453.9149

2165.0551 | 1083.031Z | 722.3565 |20 13 | 1302.7087 | 651.8580 | 434.9078

2196.0955 | 1148.5514 | 766.0367 | 21 12 | 11736661 391.8936

bd+

C‘.J 2457.2219 | 1226.6146 | 818.0788 | 22 11| 1042.6256 | 521.8164 | 348.2134

2509.2434 | 1255.1253 | 837.0860 |13 10| B86.4993 | 443.7533 | 196.1713

>lw|lo|=|z|mlo|=|v|z|=|-|<|o|=|z|o(m|n|<|r|n|<|o|=§
~

155 N 9o +r—£ 2596.2754 | 1298.6413 | B66.0967 | 24 9 | B29.4778 | 415.2425 | I77.1641
‘Lg ‘!’_ k_g;\ 2667.3125 | 1334.1599 | B89.7757 |15 § | 742.4458 | 371.7265 | 248.1534

T T 2780.3966 | 1390.7019 | 927.4704 (26 [ 0| 7 | 671.4087 | 336.2080 | 224.4744

- 2881.4443 | 1441.2258 | 961.1529 |27 | T | 6 [EEELEril W 279.6659 | 186.7797
‘ 420 500 800 1420 1600 2938.4657 | 1469.7365 | 980.1601 |28 |G| 5 QEELSTLM 229.1421 | 153.0972
Click and drag in the plot to zoom X: ¥ v: Zoom Out | | Print Enable tooltip 3035.5185 | 1518.2629 | 1012.5110 | 29 R < el 200-6314 | 134.0900

3134.5869 | 1567.7971 | 1045.5338 |30 | ¥ | 3 152.1060 | 101.73%1

3191.6084 | 1596.3078 | 1064.5410 [ 31 |G| 2 Qi SEZEE 102.5708 68.7163

crlll O BRI 147.1128 74.0600 49.7091

] to move table
Static Modifications:
C: 57.02146

Variable Modifications:
K: 28.0314

Replicate 3



RPL23B
R.DGVFLYFEDNAGVIANPdiIKGEMdiKGSAITGPVGK.E [88, 119]
(missed 2)

b+ b2+ b3+ #
DGVFLYFEDHAGYIANP K GEM K GSAITGPYGK, MH+ 3352.8084, m/z 838.9576 116.0342 58.5207 39.349 1

File: 110714-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1-rep3, Scan: 25356, Precursor m/z: 839.20905, Charge: 4

173.0557 QE:FRERE] 58.3567 | I 31| 3237.7814 | 1619.3944 | 1079.9320

Iy Ry M 136.5657 | 91.3795 3 30 | 3180.7600 | 1590.8836 | 1060.9248

LIVALrA 210.0999 | 140.4024 | 4 29 | 3081.6916 | 1541.3494 | 1027.9020

LRy D66.6419 | 178.0970 | & I8 | 2934.623Z | 1467.815Z | 978.8792

695.3399 | 348.1736 | Z31.4515 | & I7 | 2821.5391 | 1411.2732

847.4083 | 421.7078 | Z81.4743 | 7 26 | 2658.4758 | 1329.7415

800 1000

i . 2053.5602 | 1477.2837 | 985.1916 | 28 5 WA Tl 229.1421 | 153.0072

3050.6130 | 1525.8101 | 1017.5425 | 29

Click and drag in the plot to zoom X: ¥ v: Zoom Out | | Print Enable tooltip —

3149.6814 | 1575.3443 | 1050.5653 | 30

4 EEFGTE 200.6314 | 134.0900

3 | 303.2027 | 1521050 | 101.7391

2 Qi BELEE 107.5708 68.7163

3206.7029 | 1603.8551 | 1069.5725 | 31

seq
v}
G
v
F
L
Y
F
971.4509 | 486.2291 | 324.4885 | 8 | E| Z5 | 2511.4073
119% 1086.4779 | 543.7426 | 362.8308 | 9 | D 24 | 2382.3648
1200.5208 | 600.7640 | 400.8451 | 10 | M| 23 | 2267.3378 756.4508
1083 + 1271.5579 | 636.2826 | 424.5241 |11 | A | 22 | 2153.2949
2 1328.5794 | 664.7933 | 443.5313 |12 |G| 21 | 208Z.2578
335 14Z7.6478 | 714.3275 | 476.5541 | 13 | W | 20 | 2025.2363
1540.7318 | 770.86%96 | 514.2488 | 14 | B 19 | 1926.1679
1611.7690 | B06.3881 | 537.9278 |15 | A| 18 | 1813.0838 605.0328
1725.8119 | B63.4096 | 575.9421 |16 | N[ 17 | 1742.0467 581.3538
. 1822.8646 | 911.9360 | 608.2931 17 | B 16 | 1628.0038 543.3394
1985.0288 | 993.0180 | 662.3478 |18 | K | 15 | 1530.9510 | 765.9792 | 510.9885
- 2042.0503 | 1021.5288 | 681.3549 |19 |G| 14 | 1368.7869 | 684.8971 | 456.9338
| 2171.0929 | 1086.0501 | 724.3691 |20 | E| 13 | 1311.7654 | 656.3863 | 437.9267
. 2305.152% | 1153.0798 | 769.0556 |21 | M| 12 | 1182.7228 394.9125
“ X Z467.3164 | 12341618 | B23.1103 |22 | K | 11| 1048.6634 | 524.8353 | 350.2Z60
. N 7 Z524.3379 | 126Z.6726 | B42.1175 |23 |G| 10| 886.4993 | 443.7533 | 296.1713
. = 2611.3699 | 1306.1886 | 871.1282 | 24 | § | 9 | B29.4778 | 415.2425 | 277.1641
& ; utJ’_—‘f' Z6BZ.4070 [ 1341.7071 | B94.8072 |25 | A | B | 742.4458 | 371.7265 | 248.1534
o %D ES T 2795.4911 | 1398.2492 | 932.5019 | 26 | || 7 | 671.4087 | 336.2080 | 224.4744
1 2896.5388 | 1448.7730 | 966.1844 |27 || 6 WSyl 279.6659 | 186.7797
- p
P
v
G
K

(i 147.1128 EERiGIn] 49.7091

Click] to move table
Static Modifications:
C: 37.02146

M: 3.0189

Variable Modifications:
K: 34.0692

Replicate 3



RPL23B
R.DGVFLYFEDNAGVIANPKGEMdiKGSAITGPVGdIK.E [88, 119]
(missed 2)

Intensity (1046)

Intenslity (1046)

250

= precursor- 835.1830++++ = precursor [M+1]- 835 434G++++
—— precursor [M+2]- 835 6853 ++++

[1s] 47.3
45.8 +3.7 ppm

46.0 46.5 47.0 475
Retention Time

—— precursor - 838.9574++++ (heavy) —— precursor [M+1] - 839.2080++++ (heavy)
= precursor [M+2] - 8394587 ++++ (heavy)

j 46.6 D

+0.6 ppm 46.8

458
-14.8 ppm

, \ D .IAW

f
46.0 46.5 47.0 475
Retention Time

Replicate 1

Peak Area Percentage

Peak Area Percentage

100
90
80
70
60
50
40
30
20

100
90
&0
70
60
50
40
30
20

BN Drecursor- 835.1830++++
mmmm precursor [M+1] - 835.4346++++
W precursor [M+2] - 835.6853++++

Expected metGdel-H-L-1-1
Replicate

BN Drecursor- 838.9574++++
mmm precursor [M+1] - 839 2080++++
B precursor [M+2] - 839.4587++++

Expected met6del-H-L-1-1
Replicate




RPL23B
R.DGVFLYFEDNAGVIANPKGEMdiKGSAITGPVGdIK.E [88, 119]
(missed 2)

b+ b2+ b3+ #

DGVFLYFEDNAGVIANPKGEM K GEAITGPYGK , MH+ 3337.7139, m/z 835.1839 116.034Z | 58.5207 39.349 1
File: 070414-Clarke-kKatelyn-CytoRPs-metédel-H-L-1-1, Scan: 26556, Precursor m/z: 835.6858, Charge: 4

173.0557 Nl 58.3567 2 31 [ 3222.6869 | 1611.8471 | 1074.9005

Iy Ryl 136.5657 | 91.3795 3 30 | 3165.6655 | 1583.3364 | 1055.8933

EIVALFS 710.0999 | 140.4024 | 4 29 | 3066.5971 | 1533.8022 | 1022.8705

Lxy Ryl 766.6419 | 178.0970 | 5 28 | 2919.5287 | 1460.2680

Lokl 345.1736 | 232.4515 | 6 Z806.4446 | 1403.7259

<|lo|r|z|o|m|nn<|r|n|<|o|o|f
r
f

842.4083 | 421.7078 | 281.4743 | 7 26 | 2643.3813 | 1322.1943
971.4509 | 486.2291 | 324.4885 | 8 25 | 2496.3128
T 1086.4779 | 543.7426 | 362.8308 | 9 24 | 2367.2703
N 1200.5208 | 600.7640 | 400.8451 | 10 23 | 2252.2433
100% g 1271.5579 | 636.2826 | 424.5241 | 11 217 | 2138.2004 | 1069.6038
1328.5794 | 6647933 | 443.5313 |12 21 | 2067.1633
_ 1427.6478 | 714.3275 | 476.5541 |13 20 | 2010.1418
. 1540.7318 | 770.8696 | 514.2488 | 14 1] 19 | 1911.0734
1611.7690 | 806.3881 | 537.9278 |15 [ A 18 | 1797.9893
72 1725.8119 | 863.4096 | 575.9421 |16 [N 17 | 1726.9522 576.3223
1822.8646 | 911.9360 | 608.2931 |17 [ B 16 538.3079
573 1950.9596 | 975.9834 | 650.9914 |18 [ K| 15 [ 1515.8565 | 758.4319 | 505.9570
2007.9811 | 1004.4942 | 669.9985 |19 (G| 14 | 1387.7616 | 694.3844 | 463.2587
_ 2137.0237 RLCSAGELN 713.0127 |20 (E| 13 | 1330.7401 | 665.8737 | 444.2516
- * + 2268.0641 | 1134.5357 | 756.6929 |21 [ M| 12 [ 1201.6975 | 601.3524 | 401.2374
= % 2424.1905 | 1212.5989 | 808.7350 |22 [ K| 11 | 1070.6570 | 535.8321 | 357.5571
= 2481.2120 | 1241.1096 | B27.7422 |23 [ G| 10 | 914.5307 | 457.7690 | 305.5151
x 2568.2440 | 1284.6256 | 856.7529 |24 (8§ 9 | 857.5092 | 429.2582 | 286.5079
143 4 T 2639.2811 | 1320.1442 | 880.4319 |25 [A| 8 | 770.4772 | 385.7422 | 257.4971
T :l: 2752.3652 | 1376.6862 | 918.1266 |26 [ B | 7 | 699.4401 | 350.2237 | 233.8182
- T 2853.4129 | 1427.2101 27 (T | & | 586.3560 | 293.6816 | 196.1235
‘ 250 500 750 1250 1500 1750 2910.4343 | 1455.7208 | 970.8163 |28 [ G| 5 | 485.3083 | 243.1578 | 162.4410
Click and dragin the plot to zoom X: ¥ 7 Zoom Out | | Print Enable tooltip 3007.4871 | 1504.2472 | 10031672 | 29 [ P| 4 | 428.2868 | 214.6471 | 143.4338
3106.5555 | 1553.7814 | 1036.1900 | 30 (M| 3 | 331.2341 | 166.1207 | 111.0829
3163.5770 | 1582.2921 | 1055.1972 | 31 [ G| 2 | 232.1657 | 116.5865 | 78.06(1
32| K| 1 | 175.1442 | B8.0757 59.0529
[Click] to move table
Static Modifications:
C: 57.02146
Variable Modifications:
K: 28.0314

Replicate 1



RPL23B
R.DGVFLYFEDNAGVIANPtriKGEMmonoKGSAITGPVGK.E [88,
119] (missed 2)

— precursor- 1113.2427+++ = precursor [M+1]- 1113577 1+++
— precursor [M+2]- 1113.9113+++

B precursor- 1113.2427+++
mm precursor [M+1]- 1113 577 1+++
s precursor [M+2]- 11139113 +++

50 4

o

Intensity (10%6)
]

:I /';QQA—

1
50.2 50.4 50.6 50.8 51.0 51.2 51.4

Peak Area Percentage
o =}
o
| .
f |

- _ Expected H-L-1-1-rep3
Retention Time Replicate
— precursor- 1118 2741+++ (heavy) = precursor [M+1]- 1118 6083 +++ (heavy) mm precursor- 1118274 1+++
— precursor [M+2]- 1118.9425+++ (heavy) @ mmm precursor [M+1]- 11186083 +++
Iy = . precursor [M+2]-1118.9425+++
< b
o c
- @
= 2
=) @
5 o
c ©
£ g
£ <
k4
50.2 50.4 506 50.8 51.0 31.2 514 s Expected H-L-1-1-rep3
o
Retention Time Replicate
—— precursor- 835.1830++++ —— precursor [M+1] - 825 42346++++ W TECUTSOr - 835.1830++++
—— precursor [M+2] - 835 6853 ++++ @ mmmm precursor [M+1]- 835.4346++++
—_ = N precursor [M+2] - 835 6853 ++++
w I 50.8 b
< 5053 5 oo £ 100 —
2 e :
z a s50 1
= =T
E 4 D =
L]
50.2 50.4 506 50.8 51.0 31.2 514 2 Expected H-L-1-1-rep3
Retention Time Replicate

‘— precursor - 838.9574++++ (heavy) —— precursor [M+1] - 829.2080++++ (heavy) — g:gﬂ;:g;ESE%?%Z‘;?&QOHH

= precursor [M+2] - 839 4587 ++++ (heavy) mm precursor [M+2] - 820 4587 ++++
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RPL23B
R.DGVFLYFEDNAGVIANPtriKGEMmonoKGSAITGPVGK.E [88,
119] (missed 2)

DGVFLYFEDMAGVYIANP K GEM K GSAITGPYGEK, MH+ 3352.8084, m/z 1118.2743 116.0342 | 58.5207 1
File: 110714-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1-rep3, Scan: 26171, Precursor m/z: 1118.6101, Charge: 3

b+ b2+ #
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RPL23B
R.DGVFLYFEDNAGVIANPtriKGEMmonoKGSAITGPVGK.E [88,
119] (missed 2)

DGVFLYFEDMAGVIANP K GEM K GSAITGPVGK, MH= 3352.8084, m/z 838.9576 116.0342 58.5207 39.3496 1
70, Precursor m/z: 839.20984, Charge: 4

b+ b2+ b3+ #

Filz: 110714-3jay-Clarke-katelyn-metsdel-cytolysate-H-L-1-1-rep3, Scan: 17
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Histone H3
K.SAPSTGGVKmonoKPHR.Y [28, 40] (missed 1)
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Histone H3
K.SAPSTGGVKmonoKPHR.Y [28, 40] (missed 1)

b+ b2+ #

SAPSTGGVE K PHR, MH+ 1335.749Z, m/z 445.9213
File: 07041 4-Clarke-Katelyn-CytoRPs-metédel-H-L-1-1, Scan: 175, Precurser m/z: 445.92143, Charge: 3 88.0393 44,5233 | 1
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Histone H3
K.SAPSTGGVdiKKPHR.Y [28, 40] (missed 1)
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Histone H3
K.SAPSTGGVdiKKPHR.Y [28, 40] (missed 1)

SAPSTGGV K KPHR, MH+= 1355.8027, m/z 452.6058 it i o [==]E e Lo
File: 110714-ajay-Clarke-Katelyn-metadel-cytolysate-H-L-1-1-rep2, Scan: 1409, Precursor m/z: 452.60648, Charge: 3 88.0393 44,5233 | 1 | 5|13
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Histone H3
K.SAPSTGGVdiKKPHR.Y [28, 40] (missed 1)
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Histone H3

K.SAPSTGGVdiKKPHR.Y [28, 40] (missed 1)

SAPSTGGV K KPHR, MH+ 1355.8027, m/z 452.6055 i R ¥ |seq)#  |y+ I
File: 110714-ajay-Clarke-katelyn-metsdelcytolysate-H-L-1-1-rep3, 5can: 1436, Precursor m/z: 452.60608, Charge: 3 §8.0393 44,5233 | 1 [ § |13
TR e 50.0418 | 2 A | 12 | 1268.7707 | 634.8890
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eEF1A

K.STTTGHLIYmonoKCGGIDK.R [20, 35] (missed 1)
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eEF1A
K.STTTGHLIYmonoKCGGIDK.R [20, 35] (missed 1)

STTTGHLIY K CGGIDK, MH+ 1764.8949, m/z 882.9511 i o [==lE e
File: 070414-Clarke-Katelyn-CytoRPs-metsdel-H-L-1-1, Scan: 8177, Precursor m/z: 883 4555, Charge: 2 88.0393 1 &N 14
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eEF1A

K.STTTGHLIYmonoKCGGIDK.R [20, 35] (missed 1)

STTTGHLIY K CGGIDK, MH= 1767.9138, m/z 884.4506 b+ O |seq @V
File: 07041 4-Clarke-Katelyn-CytoRPs-metadel-H-L-1-1, Scan: 8079, Precursor m/z: 884 45984, Charge: 2 88.0393 1 8] 16
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eEF1A
K.STTTGHLIYmonoKCGGIDK.R [20, 35] (missed 1)

STTTGHLIY K CGGIDK, MH= 1767.9138, m/z 589.97561 it e o Jl==E e ¥k
File: 070414-Clarke-Katelyn-CytoRPs-metsdel-H-L-1-1, Scan: 8042, Precursor m/z: §90.3098, Charge: 3 88.0393 | 44.5233 | 1 [ 8] 16
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eEF1A

K.STTTGHLIYmonoKCGGIDK.R [20, 35] (missed 1)
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STTTGHLIY K CGGIDK, MH= 1764.8949, m/z §82.9511 be # |seq|# |y+
File: 110714-ajay-Clarke-Katelyn-metadel-cytolysate-H-L-1-1-rep2, Scan: 7954, Precursor m/z 883.4528, Charge: 2 88.0393 1 S8l 16
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38%
698.3468 L 1180.6395
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STTTGHLIY K CGGIDK, MH= 1767.9138, m/z 884.4606 it H |Seq[# T [ve
File: 110714-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1.rep2, SCan: 7924, Precursor m/z: 884.96185, Charge: 2 B8.0393 1 IS8 16
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974.4942 pEEE 957.4903
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STTTGHLIY K CGGIDK, MH+ 1764.8949, m/z 882.9511 i S | N
File: 110714-ajay-Clarke-katelyn-metsdel-cytolysate-H-L-1-1-rep3, Scan: 7841, Precursor m/z: 882.95013, Charge: 2 88.0393 | 1 &N 16
189.0870 | 2 PR 15 | 1677.8629
290.1347 3 PP 14 | 1576.8152
391.1823 | 4 [T | 13 | 1475.7676
110
448.2038 [ 5 |G| 12 | 1374.7199
LWy o [ H| 11 1317.6984
- 698.3468 [EMi 0 1180.6395
811.4308 N 1067.5554
9744942 [ 9 | ¥ 954.4714
7 1116.6048 | 10 | K 791.4080
1276.6355 [ 11 | € 649.2974
1333.6569 (12 | & 489, 2667
63%
1390.6784 | 13 PG| 4 | 432.2453
16503.7625 | 14 P 3 | 375.2238
47% 1618.7894 | 15 pP| 2
16 KN 1
Click] to mowe table
-~ Static Modifications:
- C: 57.02146
| Variable Modifications:
+ =+ + @ K: 14.0157
@ > 0 T 9 &
. . =
165 + .
T & : ©
:_-|,, 'i_i =
o 200 400 500 800 1000 1200 1400 1600
Click and drag in the plot to zoom X: ¥ v: Foom Out | | Print | Enable tooltip

Replicate 3



eEF1A
K.STTTGHLIYmonoKCGGIDK.R [20, 35] (missed 1)

STTTGHLIY K CGGIDK, MH+ 1767.9138, m/z 8844606 i # [Seqj#ve
File: 110714-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1-rep3, Scan: 7834, Precursor m/z 884 45685, Charge: 2 88.0393 1 &N 16
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STTTGHLIY K CGGIDK, MH= 1764.8949, m/z 588.9698 i o I | R L)
File: 110714-ajay-Clarke-Katelyn-metsdel cytolysate-H-L-1-1-rep3, Scan: 7808, Precursor m/z: 588.97003, Charge: 3 88.0393 | 44.5233 | 1 & 16
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STTTGHLIY K CGGIDK, MH= 1767.9138, m/z 589.9761 i i O [seqlE P
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K.STTTGHLIYmonoKCGGIDKR.T [20, 36] (missed 2)

STTTGHLIY K CGGIDKR, MH+ 1920.9961, m/z 961.0017 i # |seql# |y+
File: 07041 4-Clarke-Katelyn-CytoRPs-met&del-H-L-1-1, Scan: 6589, Precursor m/z: 961.50165, Charge: 2 88.0393 1 8|17
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STTTGHLIY K CGGIDKR, MH= 1924.0150, m/z 962.5111 i #F|Seql# |yt
File: 070414-Clarke-Katelyn-CytoRPs-metsdel-H-L-1-1, Scan: 541, Precursor m/z: 962.5075, Charge: 2 B8.0393 | 1 (8§ 17
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STTTGHLIY K CGGIDKR, MH+ 1920.9961, m/z 641.0035 i it #|SeqlF ye ¥Zx
File: 07041 4-Clarke-Katelyn-CytorPs-metsdel-H-L-1-1, Scan: 6473, Precursor m/z: §41.0033, Charge: 3 88.0393 | 44.5233 | 1 [ & 17
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eEF1A
K.STTTGHLIYmonoKCGGIDKR.T [20, 36] (missed 2)
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STTTGHLIY K CGGIDKR, MH+ 1924,0150, m/z 642.0098 it i 2 |Seq | XN e
File: 070414-Clarke-Katelyn-CytoRPs-metsdel-H-L-1-1, Scan: 6501, Precursor m/z: 642.3438, Charge: 3 88.0393 44,5233 | 1 | & 17
189.0870 LRV 2 P T | 16| 1836.9829 | 913.9951
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(missed 2)

STTTGHLIY K CGGIDKR, MH+ 1924.0150, m/z 481.7592 i i g #00| Seq| & 3 |oee CE s
File: 070414-Clarke-Katelyn-Cytorps-metsdel-H-L-1-1, Scan: 6517, Precursor m/z 481.75964, Charge: 4 88.0393 44.5233 | 30,0180 | 1 | 8| 17
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eEF1A
K.STTTGHLIYmonoKCGGIDKR.T [20, 36] (missed 2)
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eEF1A
K.STTTGHLIYmonoKCGGIDKR.T [20, 36] (missed 2)

STTTGHLIY K CGGIDKR, MH+ 1924.0150, m/z 642.0098 i i # |seql# |y+ ¥2x
File: 110714-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1-rep2, Scan: 6503, Precursor m/z: 642.00885, Charge: 3 B8.0393 | 445233 | 1 [ & 17
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eEF1A
K.STTTGHLIYmonoKCGGIDKR.T [20, 36] (missed 2)

STTTGHLIY K CGGIDKR, MH+ 1924.0150, m/z 481.7592 i = 5 # [Seq|# |ye =g [
File: 110714-ajay-Clarke-Katelyn-mstsdel-cytolysata-H-L-1-1-rep2, Scan: 4454, Pracursor m/z: 4817585, Chargs: 4 88.0393 | 44.5233 | 30.0180 | 1 & 17
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1749.9033 | 875.4553 | 5B3.9726 |16 | K| 2 152.1106 | 101.7428
N 17 PR 1 88.0631 59.0445
323 : Click] to mowe table
Static Modifications:
+ C: 57.02146
Etl - — M: 3.0189
16% = + ‘ariable Medifications:
- =3 K: 17.0346
& $ =
==
o : : r . . . | . | . .
100 200 300 400 500 00 700 800 300
Click and drag in the plot to zoom X: ) v: Zoom Cut | | Print Enable tooltip

Replicate 2



eEF1A

K.STTTGHLIYmonoKCGGIDKR.T [20, 36] (missed 2)
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eEF1A

K.STTTGHLIYmonoKCGGIDKR.T [20, 36] (missed 2)

STTTGHLIY K CGGIDKR, MH+ 1920.9961, m/z 641.0035 i e O e [ L
File: 110714-ajay-Clarke-Katelyn-metsdel-cytalysate-H-L-1-1-rep3, Scan: 6579, Precursoer m/z: 641.3382, Charge: 3 B8.0393 44,5233 | 1 [ § 17
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eEF1A
K.STTTGHLIYmonoKCGGIDKR.T [20, 36] (missed 2)

STTTGHLIY K CGGIDKR, MH+ 1924.0150, m/z 642.0098 it it #|SeqlF ye ¥Zx
File: 110714-ajay-Clarke-Katelyn-metodel-cytolysate-H-L-1-1-rep3, Scan: 6410, Precursor m/z: 642.3438, Charge: 3 BB.0393 | 44.5233 | 1 & 17
SCeX Tl 95.0471 | 2 [ T |16 | 1836.9829 | 918.9951
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eEF1A

R.ERGITIDIALWtriKFETPK.Y [67, 83] (
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eEF1A

R.ERGITIDIALWtriKFETPKY [67, 83] (missed 2)

ERGITIDIALW K FETPK, MH+ 2059.1588, m/z 687.0578
File: 07041 4-Clarke-Katelyn-CytoRPs-metsdel-H-L-1-1, Scan: 24831, Precursor m/z: 687.39244, Charge: 3
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b+ b2+ # |seqg|# |y+ yI+
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eEF1A

R.ERGITIDIALWtriKFETPK.Y [67, 83] (missed 2)

ERGITIDIALW K FETPK, MH=

2068.2155, m/z 690.0767

File: 070414-Clarke-Katelyn-CytoRPs-metadel-H-L-1-1, Scan: 24828, Precursor m/z: §90.4114, Charge: 3
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bt b2+ # |seqlx |y+ y2+
130.0499 | 65.5286 | 1 | E| 17
Fol MBI 143.5791 | 2 | R 16 | 19391729 | 970.0901
172.0899 | 3 |G 15 | 1783.0718 | 892.0395
ELT WL 728.6319 ) 4 || 14 [ 1726.0503 | 863.5288
557.3042 279.1557 BN RER LY AL
&70.3883 & |1 12 | 1511.9186 | 756.4629
Y s RARF 7D 11 | 1398.8345 | 099.9209
898.4993 449.7533 g DR I PR O]
969.5364 485.2718 el
pliyRovi oW 541.8139 [ 10 | L 8
1268.6997 | 634.8535 | 11 || 7 QXA
1447.8985 s srall 17 | K | 6 QE-LUBTE UM 400.7651
15949669 WrerA . vall 13 (FFY 5 ECYARCrZEi 311.1658
1724.0095 ROy ESLZH 14 E | 4 | 474.2568 | 237.6316
1825.0572 [RAERisvFM 15 T 3 EECLCWAEYEN 173.1103
1922.1100 R B 16 PR 7 Ewet® i 122.5864
17 PR 1 EREISEFE 74.0600

Click] to mowve table
Static Modifications:
C: 57.02146

M: 3.0189

Variable Modifications:
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eEF1A

R.ERGITIDIALWtriKFETPK.Y [67, 83] (
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eEF1A

R.ERGITIDIALWtriKFETPKY [67, 83] (missed 2)

ERGITIDIALW K FETPK, MH+= 20591588, m/z 687.0578

File: 110714-a)ay-Clarke-Katelyn-metodel-cytolysate-H-L-1-1-rep3, Scan: 24783, Precursor m/z: 687.39044, Charge: 3
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Replicate 3

b+ b2+ # |seg|# |y+ ¥+
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eEF1A

R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)
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eEF1A
R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)

GITIDIALW K FETPK, MH+ 1774.0151, m/z 887.5112 bt AN | Sewy | R e
File: 07041 4-Clarke-katelyn-Cytorps-metadel-H-L-1-1, Scan: 284694, Precursor m/z: 888.01215, Charge: 2 58.0287 1 PGS 15
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eEF1A
R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)

GITIDIALW K FETPK, MH+ 1783.0718, m/z §92.0395 it N | S| e
File: 07041 4-Clarke-Katelyn-CytoRPs-metédel-H-L-1-1, Scan: 28056, Precursor m/z: 892.0387, Charge: 2 58.0287 | 1 MG 15
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eEF1A
R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)

GITIDIALW K FETPK, MH+= 1783.0718, m/z 595.0288 b+ b2+ & |seq|# |y¢ V2K
File: 070414-Clarke-Katelyn-Cytorps-metbdel-H-L-1-1, Scan: 28862, Precursar m/z: 595.02936, Charge: 3 58.0287 29.5180 | 1 G 15
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eEF1A

R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)

Intensity (1046)
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Replicate

BN [recursor- 892.0394++
mmmm precursor [M+1] - 892 5408 ++
mmm precursor [M+2]- 893.0422++
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Replicate



eEF1A

R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)

GITIDIALW K FETPK, MH+ 1774.0151, m/z 887.5112

File: 110714-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1-rep2, Scan: 26999, Precursor m/z: 887.50914, Charge: 2
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eEF1A

R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)

GITIDIALW K FETPK, MH= 1783.0718, m/z 892.0395 it S| S |
File: 11071 4-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1-rep2, 5can: 26857, Precursor m/z: §32.03535, Charge: 2 58.0287 1 NG 15
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eEF1A

R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)
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Expected H-L-1-1-rep3
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Expected

H-L-1-1-rep3
Replicate



eEF1A

R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)

113%,

GITIDIALW K FETPK, MH+= 1774.0151, m/z 887.5112

File: 110714-ajay-Clarke-Katelyn-metadel-cytolyzate-H-L-1-1-rep3, Scan: 27559, Precursor m/z: 887.5091, Charge: 2
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eEF1A
R.GITIDIALWtriKFETPK.Y [69, 83] (missed 1)

GITIDIALW K FETPK, MH+ 1783.0718, m/z §92.0395 Lo #_[Seq¥ |y+
File: 110714-ajay-Clarke-Katelyn-metadel-cytolysate-H-L-1-1-rep3, Scan: 27545, Precursor m/z: 92,5414, Charge: 2 58.0287 [ 1 |G| 15
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eEF1A

K.KLEDHPmonoKFLK.S [383, 392] (missed 2)
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eEF1A
K.KLEDHPmonoKFLK.S [383, 392] (missed 2)

KLEDHP K FLK, MH+ 1268.7362, m/z 634.8717 =R
File: 07041 4-Clarke-Katelyn-CytoRPs-metadel-H-L-1-1, Scan: 5255, Precursor m/z: 6353751, Charge: 2 129.1022 K
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eEF1A
K.STTTGHLIYmonoKCGGIDmonoK.R [20, 35] (missed 1)
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eEF1A

[TTG m GGIDm ] (missed
K.S HLIYmonoKCGGIDmonoK.R [20, 35] (missed 1)
STTTGHLIY K CGGID K, MH+ 1778.9106, m/z 593.6417 bs b2+ Gl | R
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Rpl12ab

K.IQNmMonoRQAAASVVPSASSLVITALK.E
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63, 85] (missed 1)
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Rpl12ab

K.IQNmMonoRQAAASVVPSASSLVITALK.E [63, 85] (missed 1)

ION R QAAASVVPSASSLVITALK, MH+ 2341.3642, m/z 1171.1857 i # |seq# |y«
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Rpl12ab

K.IQNmMonoRQAAASVVPSASSLVITALK.E [63, 85]

I0M R QAAASYVPSASSLYITALK, MH+ 2341.3642, m/z 781.1263
File: 07041 4-Clarke-katelyn-CytoRPs-metadel-H-L-1-1, Scan: 22219, Precursor m/z: 781.4603, Chargs: 3

(missed 1)
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1410.7892 | 705.8983 |14 | A plorr XLl 501.8133
1497.8213 | 749.4143 |15 | § LRI vkl 466.2948
1584.8533 | 792.9303 (16 | § 844.5802 | 422.7788
1697.9374 | 849.4723 |17 | L FETA G LYl 379.2627
1797.0058 | 899.0065 |18 | W 6444341 322.7207
1910.0898 | 955.5486 | 19 || 545.3657 ErYERELL
2011.1375 | 1006.0724 | 20 | T 432.2817 Qral-E.EEL

m 1A Cxivk sl 166.1206
2195,2587 | 1098.1330 | 22 | L pi R L 130.6021

3 (K ICTALY N T4.0600

[click] to move table

Static Modifications:

C: 537.02146

M: 3.0189

Variable Modifications:

R: 17.0346




Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALK.E

Intensity (1046)

Intenslity (1046)

180

160

140

120

100

230

200

150

100

50

—— precursor- 780.1199+++ —— precursor [M+1] - 780.4542+++
—— precursor [M+2] - T80.7885+++

1044 4
449'ppm

43.8
-7.5 ppm
VANWAY/ : : . P VAW AN
43.8 44.0 442 44.4 446 448
Retention Time
—— precursor- 781.1262+++ (heavy) —— precursor [M+1]- 781.4605+++ (heavy)
—— precursor [M+2] - 781.7947+++ (heavy)
T D
L 44.1
| | 441

e~ I N

T T T
434 436 43.8 440 442 44.4 446 448
Retention Time

Replicate 3

Peak Area Percentage

Peak Area Percentage

100

90

80

70

60

50

40

30

20

90

80

70

60

50

40

30

20

63, 85] (missed 1)

N precursor- 780.1199+++
mmmm precursor [M+1]-780.4542+++
mmm precursor [M+2] - 780.7885+++

Expected H-L-1-1-rep3

Replicate

BN precursor- 7811262 +++
mmm precursor [M+1]-781.4605+++
mmmm precursor [M+2]- 7817947 +++

Expected H-L-1-1-rep3

Replicate




Rpl12ab

K.IQNmMonoRQAAASVVPSASSLVITALK.E [63, 85]

(missed 1)

IQH R QAAASVVPSASSLVITALK, MH= 2338.3453, m/z 780.1200 b+ b2+ & |seqF  |y+ L
File: 110714-ajay-ClarkeKatelyn-metadel-cytolysate-H-L-1-1-rep3, Scan: 23357, Precursor mJ/z: 7801193, Charge: 3 114.0813 57.5493 1 BN 23

121.5786 | 2 [ 22 | 2225.2613 | 1113.1343
356.1928 | 178.6001 | 3 [N 21 | 2097.2027 | 1049.1050
526.3007 | 263.6585 | 4 | R |20 | 1983.1598 | 992.0835
o o 654.3682 | 327.6878 | 5 [@| 19 [ 1813.0429 | 907.0251
= 725.4053 6 M| 18 | 1684.9844 | B42.9958
- 7 | A 17 | 1613.9472 | 807.4773
B67.4796 8 | A 16 | 1542.9101 | 771.9587
954.5116 9 8 15 | 1471.8730 | 736.4401
A Al ER Ol 5277936 |10 | M| 14 | 1384.8410 | 692.9241

ALy XFLYY 576.8279 |11 [ W 13 [ 1285.7726

) 1249.7012 | 625.3542 |12 [ P 1186.7042
- 1336.7332 | 668.8702 |13 |8 1089.6514 [EFLRIEE
1407.7703 | 704.3888 | 14 (& 1002.6194 [ENINEEL
7% = E 1494.8024 | 747.9048 |15 [ 8 931.5823 QELLRLLL
= 7 1581.8344 | 791.4208 |16 | § 844.5502 QEveRELE
= 1694.9185 | 847.9629 |17 [L perAalv M 379.2627
= . 1793.9869 | B97.4971 | 15 | ¥ 644.4341 [EreReling
Lk 3 . :E 1907.0709 | 954.0391 [ 19 [ 545.3657 [REERETH
. +§E| 3 . N k| g T 2008.1186 | 1004.5629 | 20 [T 432.2817 [PALRLEL]
- - ééT 2R 5 55;5 T 2079.1557 | 1040.0815 [ 21 | A kx Tkl 166.1206
- P ' LT 2192.2398 | 1096.6235 | 22 [ pIIRUTN 1306021
o | | || I i | i . i i . 23 [N 147.1128 R

200 400 400 800 1000 1200 1400 1600 1800 [click] to move table
Click and drag in the plot to zoom X: ¥ v: [ | Zoom Out | | Print | || Enable tooltip f';t:a;i;f_’[}‘fﬂf;camm:

Replicate 3

Variable Modifications:

R: 14.0137




Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63, 89] (missed

2)

Intensity (1046) Intensity (1046) Intensity (1046)

Intensity (1046)

;

150
100
50

150

100

50

600
400
200

400
300
200
100

precursor - 939 8697 +++

precursor [M+2] - 9405382 +++

—— precursor [M+1]- 940 2040+++

383 ID D
+11.5 ppm 3BTiE
385
-0l6 ppm
: | . : Ly = | :
380 382 384 386 388 390 302 304

Retention Time

precursor - 940 8760+++ (heavy)

—— precursor [M+1] - 941 2102+++ (heavy)

precursor [M+2] - 941 5445+++ (heavy)

380 D
: s ppm.8 :
382
+8.1 ppm i i
. WA, . b . .
T T T T T T T T T T t t T T T T T T LI T T T
380 382 384 386 388 390 302 304
Retention Time
—— precursor- 705,154 1++++ —— precursor [M+1]- 705.4048++++
—— precursor [M+2] - 7T05.6555++++
38.3
-19.4 ppm
T T T T T T T T T T T T T T
380 382 384 386 388 390 302 304

Retention Time

precursor - 705.9088++++ (heavy)

precursor [M+2] - 706.4102++++ (heavy)

—— precursor [M+

1] - 706.1595++++ (heavy)

382
-21.1 ppm

38
0.8 ppm

38.0

38.2

T
38.4

T T
38.6 38.8
Retention Time

T
39.0

Replicate 1

Peak Area Percentage Peak Area Percentage Peak Area Percentage

Peak Area Percentage

BN Orecursor- 939.8697+++
s precursor [M+1]- 940 2040+++
. precursor [M+2]- 9405382 +++

50 A

50 4

100

50 A

Expected metGdel-H-L-1-1
Replicate

Em precursor - 940 8760+++
s precursor [M+1]- 941 2102 +++
. precursor [M+2] - 941 5445+++

Expected metGdel-H-L-1-1
Replicate

N precursor- 7051541 ++++
mmmm precursor [M+1]- 705 404 8++++
. precursor [M+2] - 705, 6555++++

Expected metGdel-H-L-1-1
Replicate

. precursor- 7059088 ++++
mmmm precursor [M+1]-706.1595++++
mmm precursor [M+2] - 7064102 ++++

Expected metGdel-H-L-1-1
Replicate



Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63, 89] (missed
2)

b+ b2+ #
114.0913 | 57.5493 | 1

242.1499 pRVER-YEL I

356.1928 | 178.6001 | 3

IQN R QAAASVVPSASSLVITALKEPPR, MH= 2820.6135, m/z 940.8760
File: 070414-Clarke-Katelyn-CytorPs-metsdel-H-L-1-1, Scan: 21420, Precursor m/z 940.87537, Charge: 3

26 | 2707.5294 | 1354.2683

25 | 2579.4708 | 1290.2390

529.3286 | 265.1679 | 4 24 | 2465.4279 | 1233.2176

657.3871 | 329.1971 | 5 13 | 2292.2922 | 1146.6497

T28.4242 ] 27| 2164.2336 | 1082.6204

T99.4614 7 21| 2093.1965 | 1047.1019

870.4985 8 20 | 2022.1594 | 1011.5833

957.5309 & 19| 19511223 | 976.0648

NG

1056.5989 10 18 | 1864.0902 | 932.5488

1155.6673 ELELEETE] 17 | 1765.0218

1252.7201 | 626.8637 | 12 1665.9534
T3%
1339.7521 | 670.3797 |13 1568.9006 | 784.9540
1410.7892 | 705.8983 | 14 1481.8686
1497.8213 | 749.4143 | 15 1410.8315
= 1584,8533 | 792.9303 | 16 1323.7995
+ 1697.9374 | 849.4723 |17 1236.7674
- -
@ o 1797.0058 | 899.0065 | 18 1123.6834
7 & 1910.0898 | 955.5486 | 19 1024.6150
- e = 2011.1375 | 1006.0724 | 20 911.5309
q_:: = +
A T . e 2082.1746 | 1041.5910 | 21 810.4832 JENLNALY]
— =
18% R =2 2195.3587 | 1098.1330 | 22 739.4461
¥ + = = gt + &
b ‘ + + « 2323.3537 | 1162.1805 | 23 626.3620 QEIRNIETE
= 4 ‘L =y =+ N T *
= . = - -
o= a : A& o > - pXLYRLTYE 1226.7018 X 498.2671 [PECR:ETS)
il i
g5 14 E= o Al | |
L — —1 } L . 2549.4490 | 1275.2281 | 25 369.2245 [REIREEV]
200 800 1000 1400 1600

2646.5018 | 1323.7546 | 26 FryRVAVEN 136.5895

Alo|lo|m|=|r|=|d-|<|r|w|vl>|lwvwl<|<|wvw = | =|>|locl= zloc|-|F

175.1190 gEEREILEY]

[Click] to move table
Static Modifications:
C: 57.02146

M: 3.0189

Variable Modifications:
R: 17.0346

Replicate 1



Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63, 89] (missed
2)

b+ b2+ b3+ #
114.0913 57.5493 38,7020 [ 1

FLyRECCM 1215786 | B1.3882 | 2

356.1928 | 178.6001 | 119.4025 | 3

ION R QAAASYVPSASSLYITALKEPPR, MH+ 2820.6135, m/z 705.9088
Filg: 070414-Clarke-Katelyn-CytoRPs-metédel-H-L-1-1, Scan: 21444, Precursor m/I: 7055078, Charge: 4

16 | 2707.5294 | 1354.2683 | 903.1813

15 | 2579.4708 | 1290.2390 | 860.4951

529.3286 | Z66.1679 | 177.1144 | 4 24 | 2465.4279 | 1233.2176 | B1Z.4808

seq

I

Q

N

R
PorA Al 329.1972 | 219.8006 | 5 | @ 23 | 2292.2922 | 1146.6497 | 764.7689
. 728.4242 243.4796 | & | A| 22 | 2184.2336 | 1082.6204 | 722.0827
o @ 799.4614 267.1586 | 7 [ A 21 | 2093.1965 | 1047.1019 | 698.4037
_ X 1 8704985 290.8377 | 8 [ A 20 | 2022.1594 | 1011.5833 | 674.7246
™ 2 957.5305 319.8484 | 9 [ 8 19 | 1951.1223 | 976.0648 | 651.0456
1056.5989 352.8712 | 10 M| 18 | 1864.0902 | 932.5488 | 622.0349

o SPEARTTA) 578.3373 | 385.8940 | 11 | W | 17 | 1785.0218
1252.7201 | 626.8637 | 418.2449 | 12 | P| 16 | 1665.9534

= 1339.7521 | 670.3797 | 447.2556 | 13 | § | 15 | 1568.9006 523.6384
+ 1410.7892 | 705.8983 | 470.9346 | 14 | A 1481.8686 494.6277
4 cEL 2 14978213 [RZCRLLE N 499,9453 | 15 |8 1410.8315 470.9487
1534.3533523.9559 16 |8 1323.7995 441.9380
s . 1697.9374 TR T R 5666506 | 17 | L 1236.7674 4129273
?ﬁ 17970058 | §99.0085 | 599.6734 | 18 | ¥ 1123.6834 375.2326
36% 1910.0898 | 955.5486 | 637.3681 | 13 | I 1024.6150 342.2098
é 20111375 | 1006.0724 | 6710507 | 20 | T 911.5309 304,5151
245 a E 2082.1746 | 1041.5910 | 694.7297 | 21 | A FYLPU I 405.7452 | 270.8326
L ‘3;’ = :E & 21952587 | 1098.1330 | 732.4244 | 22 | L 739.4461 247.1536
12 &% T = i N 2323.3537 | 1162.1805 | 775.1227 | 23 | K 626.3620 2094589
‘3‘ ‘ T "r—i 2452.3962 | 1226.7018 | 818.1369 | 24 | E FECRTT M 249.6372 | 166.7605
o + H | e s | o 2549,4490 | 1275.2281 | 850.4879 | 25 | B ETeR il 185.1159 | 123.7463
) h N 2646.5018 | 1323.7545 | 882.8388 | 26 | B P/ RTav Ml 136.5895 | 91.3954
Click and drag in the plot to zoom X: @ y: L) | Enable tooltip 7R 175.1190 EEERUEL 59,0445

Click] to move table
Static Medifications:
C: 57.02146

M: 3.0189

Variable Modifications:
R: 17.0346

Replicate 1



Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63, 89] (missed
2)

—— precursor- 939 8697 +++ —— precursor [M+1] - 940 2040+++
— precursor [M+2] - 940.5382+++ B precursor- 939.6697+++
) . @ mm precursor [M+1] - 940 2040+++
£ 30 ‘3"3-‘3”5 =4 mm precursor [M+2] - 940.5382+++
= ! T | ! € 100 T
z 20 s s s ¥
B ! ! o L
2 10 i A i e 50 r
E— i i = -
£ 0 — — " — { —l — E [
420 425 430 44.0 x o
Retention Time a Expected HLArep2
Replicate
—— precursor - 940 8760+++ (heavy) —— precursor [M+1] - 941.2102+++ (heavy)
—— precursor [M+2] - 941.5445+++ (heavy) mmm precursor- 940.8760+++
—_ @ m precursor [M+1]- 941.2102+++
® a0 1D 430 > m precursor M+2]- 941.5445+++
5 4;-1-.‘5_ ppm t 100 +
b | | g !
E 20 E 50 I
S 10 | ! L]
=3 H H @ N
E 0 } } ; | M ' = r
420 425 430 435 44.0 = 0 -
Retention Time g Expected H-L-1-1-rep2
Replicate
—— precursor- 705,154 1++++ —— precursor [M+1]- 705 404 8++++ —
precursor - 705 154 1++++
_ = precursor [M+2] - 705.6555++++ o mmm precursor [M+1]- 705 4048 ++++
@ 200 IL 43D = mmmm precursor [M+2]- 705 6555++++
> 4241 pgm e 100
2 150 : e : § [
& 100 ! ! S L
2 5 | i e 50 1
E=R] —t e T & A I Rt . T S —— ;
= 0 4
420 425 430 435 44.0 E Expected H-L-1-1-rep2
Retention Time Replicate
—— precursor- 705.9088++++ (heavy) = precursor [M+1] - 706.1595++++ (heavy) . precursor - 705.9088++++
—— precursor [M+2] - 706.4102++++ (heavy) @ e precursor [M+1]- 706.1595++++
&‘;‘ 200 423 E . precursor M+2]- 706.4102++++
(=] 1.2 pgmil [=
= 150 ; : 3
z i i ]
£ 100 i ; a
5 50 i i 3
= H H =
E 0 ey S, . et e =
42.0 425 43.0 435 440 E Expected H-L-1-1-rep2
Retention Time Replicate

Replicate 2



Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63, 89] (missed

2) b+ b2+ # |seq|# |y+ ¥+
IQN R OAAASVVPSASSLVITALKEPPR, MH+ 2817.5946, m/z 939.8697
. ) 114.0913 R7.5493 | 1 || 27
File: 110714-ajay-Clarke-Katelyn-metédel-cytolysate-H-L-1-1-rep3, Scan: 22628, Precursor m/z $40.202, Charge: 3
242.1499 | 121.5786 | 2 || 26 | 2704.5105 | 1352.7589
356.1928 | 178.6001 | 3 | M| 25 | 2576.4519 | 1288.7296
526.3097 | 263.6585 | 4 | R | 24 | 2462.4090 | 1231.7081
654.3682 | 3Z7.6878 | 5 || 23 | 2292.292Z | 1146.6497
118% 725.4053 | 363.2063 | & | A | 22 | 2164.2336 | 1082.6204
TO96.4425 | 398.7249 | 7 [A| 21 | 2093.1965 | 1047.1019
,"_' 867.4796 8 [A| 20 | 2022.1594 | 1011.5833
lo1= = 954.5116 9 | & |19 [1951.1223 | 976.0648
1053.5800 10 M| 18 | 1864.0902 | 932.5488
QALY R ET6 8279 | 11 | M| 17 | 1765.0218 | 883.0145
85%
1249.7012 | 625.3542 (12 | P| 16 m:
c"':J 1336.7332 | 668.8702 |13 |'§| 15 | 1568.9006 | 784.9540
s8% n ._i.': 1407.7703 | 704.3888 |14 | A 14 | 1481.8685
= +
E 1494.8024 | 747.9048 |15 | § | 13 | 1410.8315 | 705.9194
=
1581.8344 | 791.4208 |16 | § | 12 | 1323.7995 | 662.4034
% +
e Uj\ 5 16949185 | 847.9629 |17 | L 11 | 1236.7674 | 618.8874
0 . T 1793.9869 | B97.4971 |18 [ M| 10 QEEFXE 520 567.3453
. .D— 1907.0709 | 954.0391 (19 PN 9 ElirZXakty
34% o
;) " 2008.1186 | 1004.5629 [ 20 | T & EEAREE 456.2691
o +
'D I r'?a ~ 2079.1557 | 1040.0815 | 21 | A | 7 QR -xr8l 405.7452
+E + T
17% . ?:’.,E = 2192.2398 | 1096.6235 |22 | L | & QELELS]
+
‘; cE. + + 2320.3348 | 1160.6710 | 23 | K| 5 QUTrisGyiill 313.6847
- 3]
o
| | £|! 24493773 | 1225.1923 | 24 | E| 4 BEG.FIYAMM 749.6372
o 200 400 500 200 1000 1200 1400 1600 2546.4301 | 1273.7187 | 25 | B | 3 QECENrIGM 185.1159
T 2643.4829 | 1322.2451 | 26 [ P| 2 | 272.1717 | 136.5895
Click and drag in the plot te zoom ¥: ¥ v: L) |Zoom Out|| Pnntl ) Enable tooltip
el L 175.1190 EEERGE]
Click] to move table
Static Medifications:
C: 57.02146
Variable Medifications:
R: 14.0157

Replicate 2



Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63, 89] (missed
2) —

Seq# |+ yir
10N R QAAASYYPSASSLVITALKEPPR, MH+ 2820.6135, m/z 940.8760
. _ 114.0913 57.5493 1 P 27
File: 110714-ajay-Clarke-Katelyn-metadel-cytolysate-H-L-1-1-rep3, Scan: 22525, Precursor m/z: 341.20844, Charge: 3
2421499 | 121.5786 | I [ Q| 26 | 2707.5294 | 1354.2683
356.1928 | 178.60001 3 | N[ 25 | 2579.4708 | 1290.2390
529.3286 | 265.1679 | 4 | R | 24 | 2465.4279 | 1233.2176
657.3871 | 329.1972 | & | Q| 23 | 2292.2922 | 1146.6497
T28.424% | 36047158 | o | A | 22 | 2104.2336 | 108Z.0204
115%;
799.4614 | 400.2343 | 7 [ A | 21 | 2093.1965 | 1047.1019
-+
s 870.4985 | 435.7529 | & [ A | 20 | 2022.1594 | 1011.5833
=]
957.5305 5| 19 | 1951.1223 | 976.0648
F6% +
g 1056.5989 = 528.8031 ¥ | 18 | 1864.0902 | 932.5488
1155.6673 578.3373 ¥ | 17 | 1765.0218 | 883.0145
1252.7201 | 626.8637 | 12 | P 14 m:
o 1339.7521 | 670.3797 |13 | 5| 15 | 1568.9006 | 784.9540
i-) 1410.7892 | 705.8983 | 14 | A| 14 | 1481.8686 | 741.4379
b=
T + 1497.8213 | 749.4143 | 15| § | 13 | 1410.8315 | 705.9194
. (=] -+
4 + b E 1584.8533 | 792.9303 |16 | § | 12 | 1323.7995 | 662.4034
oo =
T 1697.9374 | 849.4723 |17 | L | 11 | 1236.7674 | 618.8874
_ - 1797.0058 | 899.0065 |18 |'W 1123.6834 T FAEUE]
. (=]
3a o 1910.0898 | 955.5486 | 19 || 1024.6150 ERAFRARE]
+
- + 2011.1375 | 1006.0724 | 20 | T 911.5309 pELLWLEY
T + ey
+'.‘;'"\ + + T + 20821746 | 1041.5910 | 21 | A 810.4832 pElLAELY]
e [Tyl ; +
9% B [ T '.D-\ E 2195.2587 | 1098.1330 | 2Z | L 739.4461
o+ i
E - 2323.3537 | 1162.1805 | 23 | K vl vl 313.6847
o o
| | 2452.3962 WFri SN 74 BE 498.2671 QEEEK-Eyyd
L T T T T T T T T 2549,4490 | 1275.2281 |25 | P 369.2245 QEEIA LT
200 400 600 800 1000 1200 1400 1600
2646.5018 | 1323.7545 |26 | P 2721717 | 136.5895
Click and drag in the plot to zoem %z ¥ v: ) | Zoom Out | [ Print | [ Enable tooltip 7R NeRIe N B5.0631
Click] te move table
Static Modifications:
C: 57.02146
M: 3.018%9
Variable Modifications:
R: 17.0346

Replicate 2



Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63, 89] (missed
2)

b+ b2+ b3+ #
114.0913 57.5493 38.7020 | 1

FLYRECCN 121.5786 | 81.3882 | 1

366.1928 | 178.6001 | 119.4025 | 3

ION R QAAASYVPSASSLVITALKEPPR, MH+ 2817.5946, m/z 705.1541
File: 110714-a)ay-Clarke-Katelyn-metadel-cytolysate-H-L-1-1-rep3, Scan: 22434, Precursor m/z: 705.405, Charge: 4

16 | 2704.5105 | 1352.7589 | 902.1750

15 | 2576.4519 | 1288.7296 | B59.4888

526.3097 | 263.6585 | 176.1081 | 4 24 | 2462.4090 | 1231.7081 | 821.4745

654,368 | 327.6878 | 218.7943 | & 13| 2292.2927 | 1146.6497 | 7o4.7689

seq

1

Q

N

R

Q
114% 725.4053 242.4733 | & | A | 22 | 2164.2336 | 1082.6204 | 722.0827
3 266.1523 | 7 | A | 21 | 2093.1965 | 1047.1019 | 698.4037
- B&T.4796 289.8314 | 8 | A | 20 | 2022.1594 | 1011.5833 | 674.7248
T 234.5116 318.8421 | 9 | 8§ | 19 [ 1951.1223 | 976.0648 | 651.0456
1053.5800 351.8649 | 10 | M| 18 | 1864.0902 | 932.5488 | 622.0349
_ 1152.6484 | 576.8279 | 384.8877 | 11 | M| 17 | 1765.0218 589.0121

o ;J 12497012 | 625.3542 | 417.2386 | 12 | P | 16 | 1665.9534
T 1336.7332 | 668.8702 | 446.2493 | 13 | § | 15 | 1568.9006 523.6384
&5% 1407.7703 | 704.3888 | 469.9283 | 14 | A | 14 | 1481.8686 4946277
1494.8024 | 7479048 | 498.9390 |15 | § | 13 | 1410.8315 470.9487
‘:i,') 1581.8344 | 791.4208 | 527.9496 | 16 | § | 12 | 1323.7995 | 662.4034 | 441.9380
R CE T 1694.9185 | 847.9629 | 565.6443 | 17 | L | 11 | 1236.7674 | 618.8874 | 4129273
T + 1793.9869 | 897.4971 | 598.6671 | 18 | W QPR ET N R62,3453 | 375.2326
- 5 g 1907.0709 | 954.0391 | 636.3618 | 192 |1 1024.6150 342.2098
_ o 2008.1186 | 1004.5629 | 670.0444 | 20 | T 911.5309 304.5151
‘t i ;;\ g o r}\ é 2079.1557 | 1040.0815 | 693.7234 | 21 | A L3V kYl 405.7452 | 270.8326
16%] = c"\'l : E‘ OE‘ I . ’ EE_ 2192.2398 | 1096.6235 | 731.4181 | 22 | L 739.4461 247.1536
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Rpl12ab

K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63,

2)

IQH R QAAASVYPSASSLYITALKEPPR, MH= 2820.6135, m/z 705.9088
File: 110714-ajay-Clarke-katelyn-metadel-cytolysate-H-L-1-1-rep3, Scan: 22634, Precursor m/z 704.1599, Chargs: 4
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b+ b2+ b3+ # |[seq|# [y ¥2+ ¥3+
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Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63, 89] (missed
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Rpl12ab

K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D

2)

ION R QAAASYYPSASSLVITALKEPPR, MH= 2817.5946, m/z 705.1541
File: 110714-ajay-Clarke-Katelyn-metsdel-cytolysate-H-L-1-1-rep2, Scan: 22254, Precursor m/z: 705.4045, Charge: 4

[63, 89] (missed

39%
+
L]
=
8%
. +
6% b
=~
-
=]
=4
493
+
=]
.
33%
I : &
t+ -
o * — +
b+ -+ + o —
= T M= o -
+ == + L = =
. — + e} E J
= + 1 ™~
=S + = +
o *
[+ + e @ -
NI Ll T e a -
o frai | | £|? | =S
[ T L] ¥ | T T T | T T
200 400 0o 800 1000 1200 1400 1400

Click and drag in the plot to zoom %: #/ v: L) | Zoom Out || Print | L Enable tooltip

b+ b2+ b3+ # |[seq|z |y y3s yis
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[Click] to move table
Static Modifications:
C: 57.02146

Variable Medifications:
R: 14.0157
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Rpl12ab
K.IQNmMonoRQAAASVVPSASSLVITALKEPPR.D [63, 89] (missed
2)

b+ b2+ # |[seg|# v+ v2+
IQN R QAAASYVPSASSLYITALKEPPR, MH= 2820.6135, m/z 940.8760
) _ 14,0913 | 57.5493 | 1 | 1|27
File: 110714-ajay-Clarke-Katelyn-metadel-cytolysate-H-L-1-1-rep2, Scan: 22182, Precursor m/z: 941.54254, Charge: 3
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Rpl42ab
R.KQSGFGGQTmonoKPVFHK.K [45, 59] (missed 1)
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Rpl42ab

R.KQSGFGGQTmonoKPVFHK.K [45, 59] (missed 1)

KOSGFGGOT K PYFHK, MH= 1659.8966, m/z 830.4519 seq)# v+
File: 070414-Clarke-Katelyn-CytoRps-metsdel-H-L-1-1, Scan: 4681, Precursor m/z: 830,95, Charge: 2 K| 15
Q| 14 | 1531.8016
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Rpl42ab
R.KQSGFGGQTmonoKPVFHK.K [45, 59] (missed 1)

KOSGFGGOT K PYFHK, MH+ 1662.9155, m/z 831.9614 Seq# |+
File: 07041 4-Clarke-Katelyn-CytoRPs-metadel-H-L-1-1, Scan: 4649, Precursor m/z: 831.96106, Charge: 2 179.1022 K 15
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Rpl42ab
R.KQSGFGGQTmonoKPVFHK.K [45, 59] (missed 1)

KOSGFGGOT K PYFHK, MH= 1662.9155, m/z 554.9767 i i =

File: 070414-Clarke-Katelyn-CytoRPs-metédel-H-L-1-1, Scan: 4574, Precursor m/z: 555.31055, Charge: 3 proB vl 65.0548 | 1
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Rpl42ab
K.QSGFGGQTmonoKPVFHK.K [46, 59]
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Rpl42ab
K.QSGFGGQTmonoKPVFHK.K [46, 59]

QSGFGGOT K PYFHK, MH= 1531.8016, m/z 766.4045
File: 07041 4-Clarke-Katelyn-CytorPs-metadel-H-L-1-1, SCan: 8548, Precursor m/z: 764.40438, Charge: 2
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K.QSGFGGQTmonoKPVFHK.K [46, 59]

QSGFGGOT K PYFHEK, MH+ 1534.8205, m/z 767.9139
File: 07041 4-Clarke-Katelyn-CytoRPs-metadel-H-L-1-1, Scan: 6441, Precursor m/I: 767.91364, Charge: 2
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K.QSGFGGQTmonoKPVFHK.K [46, 59]
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K.QSGFGGQTKPVFHKK.A [46, 60] (missed 1)
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Hsp26
K.EVARPNNYAGALYDPRDETLDDWFDNDLSLFPSGFGFPdIR.S [50,
88] (missed 1)
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K.monoKSEVFSTYADNQPGVLIQVFEGER.T [421, 444] (missed 1)
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K.monoKSEVFSTYADNQPGVLIQVFEGER.T [421, 444] (missed 1)
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K.monoKSEVFSTYADNQPGVLIQVFEGER.T [421, 444] (missed 1)
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File: 110714-ajay-Clarke-Katelyn-mstsdel-cytolysate-H-L-1-1-rep3, Scan: 28217, Precursor m/z: 310.4617, Chargs: 3
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