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Figure S2: Comparison of blaKPC-4 harboring plasmid from BK34998. 
The light-blue shading denotes regions of IncA/C plasmid backbone shared among three plasmids, pRA1, p34998-E, and p35734-C. Light-gray 
shading denotes region of homology surrounding blaKPC-4 from an IncN plasmid pBK31551. ORFs are symbolized by arrows and colored based on 
the predicted gene function (see key, top right).


