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Supplementary Figure 1: Detailed annotations in a)  Normal ovary with two different tissue 

types, normal stroma (green) and corpus albicans (yellow).and b) Serous carcinoma with two 
tissue types in each sample, stroma (green) and tumour tissue (red) Each grade square 

correspond to one pixel / spectrum.  
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Supplementary Figure 2: Two different carcinomas analysed in negative and positive ion 

mode, I clear cell carcinoma II and endometrioid carcinoma. Each sample has two tissue types, 

stroma (green) and carcinoma tissue (pink), Data acquired in negative ion mode and  positive ion 

mode.  a) and e) Optical image and b) and f) PCA analysis of selected regions of interest. c) and 

g) predicted RMMC components with d) and h) leave one out cross validation together 
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Supplementary Figure 3: Average spectra of four different tissue types, a) Serous carcinoma 

from ovary, b) normal epithelium from healthy fallopian tube, c) Serous carcinoma associated 

stroma and d) normal stroma from normal appearance ovary.  



Supplementary Figure 4: RMMC component weights for latent variables a) 1 and b) 2.  
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Supplementary Table 1: Identified m/z values with the highest loading values from RMMC 

component weights 1 and 2  

m/z adduct ID 
Loading
Value 

796.5465 [M-H]- PS(P-38:3)/ PS(O-38:4) 0.11  

808.5056 [M-H]- PS(38:5) 0.12  

718.5425 [M-H]- PE(34:0) -0.15  

760.5175 [M-H]- PS(34:1) -0.12  

m/z adduct ID 
Loading
Value 

725.5164 [M-H]- PA(38:3)  0.08 

762.5125 [M-H]- PE(38:6) 0.08  

771.5225 [M-H]- PG(36:3) 0.07  

796.5915 [M-H]- PE(40:3)  0.07 

654.5625 [M+Cl]- Cer(d40:2)  -0.15  

656.5785 [M+Cl]- Cer(d40:1) -0.15 

684.5925 [M+Cl]- Cer(d42:1) -0.2  
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Supplementary Table 2: m/z values with possible IDs, p-values, q-values and class where they 

are significant, together with mean intensities and mean log2 fold change equal or greater than 1  



Supplementary Figure 5: Box plots of different lipid species form five phospholipid and 

sphingolipid classes a) phosphatidylethanolamine, b) phosphatidylserine, c) ceramide and d) 

phosphatidylinositol 
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Supplementary Figure 6: Statistical analysis of DESI MS spectrum between m/z 600-1000 

from all EOCs together, normal stroma from normal ovary and normal epithelium from fallopian 

tube. a) PCA and b) RMMC scores plots with its respective c) leave-one-patient-out cross 

validation results 
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Supplementary Figure 7: Principle component analysis (PCA) of DESI MS spectrum between 

600-1000Da from the a) all carcinomas together, borderline ovarian tumours and normal stroma 

from normal ovary, and b) different carcinomas  as Serous, Endometrioid and Clear cell 

carcinomas  together with normal stroma from normal ovary 
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Supplementary Figure 8: Prediction of two independent sample using as training set the previous model 

(serous ovarian carcinoma). a) Optical image of the independent sample, b) predicted image and c) Leave 

one out cross validation results and d) respective regions of interest marked by histopathologist  used for 

this validation.   
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