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Fig. S3 The analysis of FROS foci positions in time-lapse microscopy images of FROS strain (DJ-NL102)
germinating spores and extending vegetative hyphae.

A. Time-lapse snapshots taken every 10 minutes of the germinating spores of FROS strain (DJ-NL102). The
images are the overlay of TetR-mCherry fluorescence and DIC image (gray), scale bar -1 um. Fiji program
was used to subtract background from red channel and hyphae boundaries were manually defined.

B. Line plot showing fluorescence intensity profile and smoothed intensity profile (black and blue lines)
generated for each image. Smoothed intensity profile was calculated on the basis of the raw data, using R
package Peaks with a Markov chain method. All maxima indicated by the algorithm were manually checked
and false positives were discarded.

C. Representation of hyphae (grey bar) with identified fluorescence maxima (red points).

D. Time-lapse snapshots of FROS strain (DJ-NL102) germinating spore (top panel) and vegetative hypha
(bottom panel). The images show separate channels: TetR-mCherry fluorescence (red) in the hyphal outline
and DIC images (gray), as indicated. Scale bar - 1 um.



