
TABLE S1. Strains and plasmids used in this study 

Strains Relevant genotype and characteristics Source 

E. coli   

DH5α 

 

supeE44, ΔlacU169 (φ80lacZΔM15), hsdr17 (rK-, mK-), recA1, 

endA1, gyrA96, thi-1, relA1 

Laboratory 

Stock 

 

JM109 endA1 glnV44 thi-1 relA1 gyrA96 recA1 mcrB+  Δ(lac-proAB) e14- 

[F' traD36 proAB+ lacIq lacZ ΔM15] sdR17(rK
-mK

+) 

[1]. 

BW25113 

/pIJ790 

K12 derivative: ΔaraBAD, ΔrhaBAD 

/λ-Red (gam, bet, exo), araC, rep101 (Ts), cat
R 

[2] 

ET12567 

/pUZ8002 

dam-13::Tn9, dcm, hsdM, hsdR, zjj-201::Tn10/tra, RP4, cat
R
, neo

R
 [3] 

S. coelicolor   

M145  SCP1-, SCP2- [4] 

J3310 M145parB-egfp [5] 

J3305 M145∆parB [6] 

J3306 M145∆parA [7] 

J3318 M145parB-egfp∆parA [7] 

J3337 M145dnaN-egfp::apra (apraR) [8] 

J3337a M145dnaN-egfp scar (apraS) This work  

J3336 M145dnaN-egfp::apra∆parA This work 

J3336a M145dnaN-egfp scar ∆parA (apraS) This work 

K112 M145∆scy [9] 

BD05 M145∆scy, parB-egfp-apra This work 

BD08 M145parA S249Y, E250V [10] 

DJ590  M145parA-egfp [10] 

DJ598 M145parA S249Y, E250V parB-egfp-apra This work 

DJ532 J3310 pIJ6902parA(hygR) This work 

EJTH31 M145 Tn5431tetO-apra (apraR) This work 

DJ-NL102 M145 Tn5431tetO-apra pMS83-mCherry (apraR, hygR) This work 

AK101 M145 parB-egfp dnaN-mcherry::apra This work 

AK113 J3310 Tn5431tetO-apra,  pMS83-mCherry (apraR, hygR) This work 

AK114 J3305 Tn5431tetO-apra,  pMS83-mCherry (apraR, hygR) This work 

AK115 J3306 Tn5431tetO-apra,  pMS83-mCherry (apraR, hygR) This work 

AK122 J3337a Tn5431tetO-apra,  pMS83-mCherry (apraR, hygR) This work 

AK123 J3336a Tn5431tetO-apra,  pMS83-mCherry (apraR, hygR) This work 

Constructs   

StH18 Supercos-1 containing chromosomal DNA from S. coelicolor; 

ampR kmR,  cosmid carrying oriC region  

[11] 

pIJ6902parA 

(hyg) 

hygR pIJ6902-derivative, carrying parA under the control of the 

thiostrepton inducible PtipA promotor 

[12] 

pMS83 pMS81 with fragment containing tetR from pPC49 cloned in 

NsiI/KpnI sites,  integrates  at the attB φBT1  attachment site on 

the chromosome of Streptomyces coelicolor 

[13] 

pMS83-

mCherry 

tetR-mCherry under the control constitutive promoter from 

phage II9 SF14  in the intergrative plasmid 

This work 

pLAU44 Tandem tetO array [14] 

pIJ773 apraR, oriT [2] 

pMOD<MCS> Tn5 mosaic ends Epicentre 



pUC44 tetO array cloned into pUC18 This work 

p44FRT apraR
, oriT cloned into pUC44 This work 

p44FMOD Source plasmid for Tn5431 This work 

EJTH31A 

(tetO) 

StH18 containing Tn5431, apraR and oriT This work 

StH18dnaN-

egfp 

Supercos-1 containing chromosomal DNA from S. coelicolor; 

ampR kmR,  cosmid carrying egfp downstream of dnaN gene 

This work  
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