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Extended Data Figure 1.  (Continued) 
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Gene Set  NES P-value FDR 
1 CHARAFE_BREAST_CANCER_LUMINAL_VS_MENSENCHYMAL_DN 2.69 0 0 
2 CHARAFE_BREAST_CANCER_LUMINAL_VS_BASAL_DN 2.64 0 0 
3 CHANDHI_BYSTANDER_IRRADIATION_UP 2.58 0 0 
4 HINATA_NFKB_TARGETS_KERATINOCYTE_UP 2.53 0 
5 HINATA_NFKB_TARGETS_FIBROBLAST_UP 2.51 0 0 
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c Gene Set  NES P-value FDR 
1 HINATA_NFKB_TARGETS_FIBROBLAST_UP -1.85 0 0.973 
2 BIOCARTA_ARAP_PATHWAY -1.81 0 0.810 
3 HINATA_NFKB_TARGETS_KERATINOCYTE_UP -1.78 0 0.946 
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Extended Data Figure 4. (Continued) 
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