
FIG. 10: Binding modes of Aβ7 between (a) a monomer and a dimer (trimerization) and (b) two

dimers (tetramerization). The simulation procedure is similar to that for dimerization, and 50

simulations were run for each case. Legends indicate preformed dimers used in the simulation.

The x-axis indicates the resultant binding modes. Note that in (a), the Aregl dimer (red square)

cannot have any left-facing configuration with the additional monomer. Other than this, left-facing

configurations are preferred over right-facing configurations.
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