Supplementary Figure 1

SPAK WT

—

. -
Catalytic loop ‘

SPAK T243D

AMP-PNP

"

Catalytic Ioopvl 1

Gly-rich




Supplementary Figure 2

p N}
A P N
v >

Relative Activity

RN &> <’
e o~ —
N & S

GST-PAK1 — ... - &
SPAK — -

WNK 4 4+ + o+ +
WESPAK  _ _

SPAK T243D  — — — 4 +

GST-PAK1-(1-231) + + + + +



Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 7
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Supplementary Figure 9
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