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Fig. S1 Phylogenetic tree based on the 16S rRNA gene sequences of strain QY7-2 and related 

species. The GenBank accession number for each microorganism used in the analysis is shown 

after the species name. The scale bar indicates 0.002 substitutions per nucleotide position. 

Bootstrap values obtained with 1000 samplings are indicated as percentages at all branches. 

Hydrogenophaga luteola THG-SQE7 (KM598239) 

Hydrogenophaga sp. AH-24 (AB300163)  

Hydrogenophaga pseudoflava NBRC102511 (AB681845) 

Hydrogenophaga flava DSM619 (AB021420) 

Hydrogenophaga flava NBRC102514 (AB681848) 

Hydrogenophaga electricum (AB746948) 

Hydrogenophaga electricum AR20 (NR132676) 

Hydrogenophaga temperate (AB166886) 

Hydrogenophaga bisanensis K102 (NR044268) 

Hydrogenophaga sp YED6-4 (AY168755) 

Hydrogenophaga sp. YED1-18 (AY168753) 
Hydrogenophaga intermedia MER 62 (KT719641) 

Hydrogenophaga atypical M10 (KT345668) 

Hydrogenophaga taeniospiralis NBRC102512 (AB681846) 

Hydrogenophaga sp MR22 (KP172206) 

Hydrogenophaga palleronii NBRC102513 (AB681847) 

Hydrogenophaga sp. DW653 (KT029151) 

Hydrogenophaga sp. BAC90 (EU130956) 

Hydrogenophaga sp. BAC306 (EU130968) 

Hydrogenophaga palleronii IHBB11114 (KR085854) 
Hydrogenophaga sp. PBC (HM194607) 

Hydrogenophaga intermedia NBRC102510 (AB681844) 

Hydrogenophaga intermedia (AF019037) 

Hydrogenophaga caeni EMB71(NR043769.1) 

QY7-2 

Hydrogenophaga defluvii BSB9.5T (NR029024) 
Hydrogenophaga atypical BSB41.8T (NR029023) 

70 
100 

100 

93 

63 
99 

99 

60 

64 

79 

74 

58 88 

70 

57 
89 

0.002 



 

 

Fig S2 HPLC spectra of authentic chemicals. (a): 3,4-dihydroxybenzoic acid;(b)phenol;(c): 

3-phenoxybenzoic acid. 



 

 

Fig S3 Analysis of the expression and purification of recombinant MdeAB,MdeC and MdeD. 

Lane 1 protein molecular weight marker; lane 2 recombinant MdeA; lane 3 recombinant MdeB; 

lane 4 recombinant MdeC; lane 5 recombinant MdeD; 

  



 

 

Table S1 Primers used in this study 

Gene Primers 

mdeA F 5’GGGAATTCCATATGTTCATCCGCAATTGCTGGTACGTGG3’ 

mdeA R 5’ CCGCTCGAGTAGAACGGCGGGACCGCGCCAG3’ 

mdeB F 5’GGGAATTCCATATG AGCGCCGACGTGCCCGTGAC3’ 

mdeB R 5’ CCGACTCGAGTGATGTCCAGTACCAGCCGGCCG3’ 

mdeC F 5’ GGGAATTCCATATGAACCTGAACAATCAAGTGGCCATCG3’ 

mdeC R 5’ CCGCTCGAGTGTTGCGACCTCCGTCCACGT3’ 

mdeD F 5’ GGGAATTCCATATGAGCACCGTGCCCTACCGCT3’ 

mdeD R 5’ CCCAAGCTTGGGCCACGTAGTGCATGAACTT3’ 

T5SP1 5’TAACGGTTGTGGACAACAAGCCAGGGAT3’ 

T5SP2 5’GTAACGCACTGAGAAGCCCTTAGAGCCT3’ 

T5SP3 5’TACTAGCGACGCCANNNNNNNNNCAGACC3’ 

 

 

 


