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  Table.	
  Context	
  of	
  ctDNA	
  samples	
  collected	
  on	
  study	
  relative	
  to	
  chemotherapy	
  cycle.	
  
A.	
  Samples	
  from	
  chemotherapy	
  at	
  relapse.	
  B.	
  Samples	
  collected	
  during	
  1st	
  line	
  treatment

A. B.

CYCLE PRE 1 1 1 2 3 4 4 4 4 5 5 6 6 6 7 8 9 POST POST FU ADJUVANT	
  CHEMO	
  POST	
  PRIMARY	
  SURGERY
DAY 1 8 15 1 1 1 8 15 mid 1 mid 1 15 mid 1 1 1

ID Line ID S	
  (surgery)
21 2 0 2 3 6 30 pre

21 3 0 1 1 2 2 3 95 1 2(+2) 3(+3) 6(+6)

30 2 pre 1 2 3 4 5 6 105 1 2(+2) 3(+3) 4(+4) 5(+5) 6(+6) 105

30 3 1 1 1 3 133 1 2(+2) 3(+3) 4(+4) 5(+5) 6(+6)

33 3 1 144 1 2(+2) 3(+3) 4(+4) 5(+5) 6(+6)

33 4 1 3 6 0 * +1 +2 +3 +4 +5 +6 fu
33 5 1 2 3

33 6 1 2 3 1 6 NEO-­‐ADJUVANT	
  CHEMOTHERAPY
36 3 1 2 3 4 5 6 S
39 2 1 ID 1(-­‐3) 2(-­‐2) 3(-­‐1) 6(+3) post

39 3 1 2 3 4 5 6 72 1 2(-­‐5) 3(-­‐4) 5(-­‐2) 7(+1) 8(+2)

47 3 1 2 3 4 5 6 6 74 1 6(-­‐1)

49 2 1 2 3 4 5 6 75 1(-­‐3) 2(-­‐2) 3(-­‐1) 6(+3)

52 2 1 2 3 2 81 7(+1) 8(+2)

52 3 1 2 3 4 5 5 6 127 1 2(-­‐5) 3(-­‐4) 4(-­‐3) 5(-­‐2) 6(-­‐1) 7(+1) 8(+2) 9(+3)

57 2 1 2 3 4 5 6 -­‐6 -­‐5 -­‐4 -­‐3 -­‐2 -­‐1 +1 +2 +3 POST
57 3 1 2 3 4

63 4 1 2 PRIMARY	
  CHEMOTHERAPY
64 3 1 2

64 4 4 73 1 2 3 6

68 4 1 2 3 6

68 5 pre 1 2 CYCLE 1 2 3 4 5 6 7 8 9 fu
68 6 1 2 2 2

70 4 1 2 3 4

70 5 2 3 4 5 6 ~+/-­‐	
  indicates	
  cycle	
  relation	
  to	
  surgery
70 6 1 1 2 3 4 1 6 6 6

73 2 1 2 3 4 5 6

75 2 1 3 4 x x 1 8 9

75 3 1 3

76 5 pre 1 2 3

76 6 3

79 4 1 2 3

79 5 1 6

81 2 1 2 3 4 1 6

90 2 1 2 3 1 1

90 3 1 2 3 4 1 1 6

97 3 1 3

97 4 1

98 2 1 2 3 1

102 2 1 2 3 4 5 6

102 3 4

112 3 1 3 4 1 1 6

114 2 1 2 4 5 6

114 3 pre 1 1 1 2 3 4 5 6

114 4 1 2 3 5 6

116 4 1 2 3 4 5 6 1 6

129 2 1 2 3 4 5 6 6

129 3 1 3 4 5 6 1 8

135 2 pre 1 2 3 4 5 6

142 3 1 2 3 4 1 1 1 8 9

145 2 pre 1 2 3 4 5 6

145 3 1 1 1 3

150 2 1 2 3 4 5 6

161 2 1 2 3 4 1 1

200 2 * pre 1 2 3 4 1 1

*	
  1	
  follow	
  up	
  sample	
  post	
  primary	
  chemotherapy	
  not	
  marked


