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Tryptophan metabolism =

Stilbenoid diarylheptanocid and gingerol biosynthesis -
RMA transport 5

Plant hormone signal transduction =
Phanylpropanoid biosynthesis -

Pentose and glucuronats interconversions =
Other glycan degradation =

Monoterpenoid biosynthesis =

Metabolic pathways -

Limonene and pinene degradation -
Glycerophospholipid metabolism =
Flavonoid biosynthesis -

Flavone and flavonol biosynthesis =

Ether lipid metabolism -

Endocytosis -

Diterpaenoid biosynthesis -

Cutin suberine and wax biosynthesis -
Carotenoid biosynthesis -

Biosynthesis of secondary metabolites -

alphaLinolenic acid metabolism -

Top 20 Statistics of Pathway Enrichment for CK3-vs-T3
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Top 20 Statistics of Pathway Enrichment for CK7-vs-T7
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Top 20 Statistics of Pathway Enrichment for CK14-vs-T14
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RMNA transport <
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