Figure S1. Clustering of CA S. sonnei isolates with S. sonnei strains of global lineages based on a Maximum Likelihood phylogenetic tree built using genome-wide hqSNPs.
Nodes are lebeled with name of country of isolation (isolates from this study are labeled as USA (CA)). Color of node labels corresponds to a type of CIP-resistance mutation. Branch and label colors correspond to the region of strain

isolation. The lineages I-1V and Global III sublineage are framed with grey line (based on lineage assignment by Holt et al.). The sublineage highlighted with yellow frame includes South Asian clade, described previously, and
isolates which clustered with it. Tree is unrooted. Bootstrap display threshold is 75%.
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