Supplementary Figure 1 (Daley)
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Tryptic digestion pattern:

MGSVSNQQFA GGCAJAREJJ2 PEEAPPDAAJ] AADEPQLLHG AGICWENV]] MGFGFLSMTA
J2cvarprev DVEVHOS|LH MEGFSLEG EAVEFTFl|s AJGLESIVT GPGGVFCIGS
EfficEcEo lsBcolcy NcGGLDEHEAY ECuproPl] CHFCQSINHM VASCPLAQO
GPSSQGPAY FJEEEEEIHS PALLPEAQN

Chymotryptic digestion pattern:

MGSVSNQOJA GGCAKAAEKA PEEAPPDAAR AADEPQLLHG AGICKJNVR MGHGHELSMTA
RAGVALDPPV DVJVHQSKLH MEGRSLKEG EAVEJTKKS AKGLESIRVT GPGGVCIGS
ERRPKGKNMQ KRRSKGDRCHl NCGGLDHHAK ECKLPPQPKK CHECQSINHM VASCPLKAQQ
GPSSQGKPA| REEEEEIHS PALLPEAQN
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