Table 4: of V. pecific genes across a panel of strains of the two species
Y. pestis strains (O, Orientalis; M, Medievalis; A, Antiqua) Y. pseudotuberculosis strains (Serovars 1 through V) Oligonucleotides used for PCR
Regions from|1P32953 9 0 0 9 0 M M M M A A A A 1 1 1 1 [ v [ 1T v
sT2% __ [genes €092 297RR _Hambourgl0 Exul84 6/69 KIMI10+ PKH-4 PKR292 PARI3 Harbin Japan Margaret 343 | IP32953 1P33134 IP32790 1P32950 IP30215 1P32952 IP32802 IP32889 IP31833 Primer 1 Primer 2
YPTBOISS [ - - - - - - - - - - - - - + - + - - +w + - + TGCAGTGGAGTAACCTGTCAA TGTTGAGCAGCACAAAAATCA
I-phage | YPTBOISO | - - - - - - - - - - - - - + + + - - +w +w - + GGCGTTTTGGAAGGTAGTTG TCTATATGCCTTTTCGGAGTT
YPTBOIS3 | - - - - - - - - - - - - - + - + - - - + - + ACGGAAGAAGAATTTATTGATTT CTTTTTCAAGTATCTTCCTTGGTG
2 YPTBOIS7 | - - - - - - - - - - - - - + + + + - - W - + CCGGAGCTGAGTTAGATTTCA CGATATGCCATTACGGGATT
3 YPTBO244 [ - - - - - - - - - - - - - + - +w + - +w + + + AGTTCGGCTGGTGTCAAAAT TGCCGTTTTAGTGTAGGCAA
YPTB0245 | - - - - - - - - - - - - - + - + + - +w + + + CTAACCCAAATGCGAGAAGC ACGCTACCTTGTTCAAACCG
YPTBOS36 | - - - E E - E E - - E - - + - E B E B + - E TATTTCCCCCGAGGTTTACA TTGTGTAATGCGCAATCGTT
4-other | YPTB0535 | - - - - - - - - - - - - - + - - - + - + +w + AAGGGCTGGGAAACAGAGAT GCTGCGCTTCAGCTCTAAAT
YPTB0537 | - - - - - - - - - - - - - + + +* + + + + + + GCCAACCAGATGCGTTCTAA TCAGGTGCAGTAAGTCGCTG
s YPTBOSSS | - - - - - - - - - - - - - + - + - + + - - E GGACGGGTGCAACTGATATT GCACCAAATTTACTTCCCGA
. YPTBOS61 | - - - - - - - - - - - - - + - + - + + + - - GCCCCGTTTTGCTTTATTTA CCAGCCTCAGCACAATTAGG
6-other | YPTBOG664 | - - - - - - - - - - - - - + - + + + + + - - TGGCACCATTGAAGATGAAA ACGTTACCGCATGTTTCTCC
YPTBO873 | - - - - - - - - - - - - - + + + + + + + + + CAGCGGCTAGCCTATCATGT TCACTTCATCACCAGGACGA
; YPTBO875 | - - - - - - - - - - - - - + + + + + + + + + TGACACCTTTCTTACGTGCG ATAAGCGCTCACGTCTCGTT
YPTB0877 | - - - wo |- = - = o o = +w o + + + + + + + + + GCTACTGGCTGAACGTGGTT CGACCCAGATAGCATCCACT
YPTBO878 | - - - - - - - - - - - - - + + + + + + + + + CCGGGTGATTGTTAAACAGG GATCTTCGGTGATTTGGCAT
3 YPTBI0S8 | - - - - - - - - - - - - - + + + + + + + + + ACAGCAAGCGTGTCTTTCCT GGGCTTCTTTCTGCACTTTG
YPTBI202 [ - - B = = = S w +w + + + + + + + + + + + + + ACGCTGCGCTTCACTCTATT CTATTCCAGTCCTTGACGCC
5 YPTBI206 [ + = = + - = = + + + + + + + + + + + + + + + CTATTCGTGCGGGTTTTGAT GCAATATAAGGACGCCCAAA
YPTBI210 [ +w - w + 4w = = + + + + + + + + + + + + + + + GGCGTTTATCGAATTGGTTC AGTAAAATGCCCACATGCAA
YPTBI214 | +w - +w + tw = = + + + + + + + + + + + + + + + CCTCAATTCATGCCTCGTCT CACCACGCAATTTCATCATC
lophage | YPTPI1287 [ - - - - - - - - - - - - + - +w + - +w + + + TGGGTGTGGCAACTAATTCTC CCAAGTTCTCCCATGGTGTT
=" | yprBI2S8 | - - - - - - - - - - - - - + - + + - + + + + CCCGATGGAAAAACACTAGG TTTATTGGCCATGTGATTGG
N YPTBI4OI | - B = tw - = = = = = = +w = + + + = - B + B - GGATGTTTATGGAAAACGAATTT TCACGGGAGGAATTATCACC
YPTBI495 | - - - - - - - - - - - - - + + + +w + + +w - +w GAAGCCGATGATGGTTCAAT CAAGCGTCACTTTCAGTGGA
13 YPTBIS64 | - - - - - - - - - - - - - + - + - + + + - + GGCAAAAGCTATTCGCTACG TCAGCCATCCCTCCAATAAG
14 YPTB1690 | - - - - - - - - - - - - - + - + + + + +w + + GGCTTGGCAATGGTGTTTAT TTCCCTTGGGTAAAAGACCC
YPTBIT39 [ - - - - - - - - - - - - - + - - + - - - - CCCAGAATATTCGTGATCGG TTGCGTCTGGTCGATATGAG
YPTBI745 | - - - - - - - - - - - - - + - - + - - - - - ACATTTCCCCTTAACACCCC CGGTACAACATCGCTTCTGA
YPTBI751 [ - - - - - - - - - - - - - + - - + - - - - - TGGCCTGTATATCGCCTTTC CCTTGGGTTACATTCAGCGT
YPTBI760 [ - - - - - - - - - - - - - + - - + - - - - - AGTGGGGTTGAGTGTTACCG CAAGTGCCTGTCGCTTGATA
YPTBI764 [ - - - - - - - - - - - - - + - - + - - - - - GCTCACCGCTGTATGTGAAA GTTGCGAAAATTGCCTAACC
YPTBI772 | - - - - - - - - - - - - - + - - - - - - - - CAGGGCCTAATGGTTATGGA GCTTCAAATGCTTCAACGAA
YPTBI775 | - - - - - - - - - - - - - + - - - - - - - - CCCTCCGGTATGGAGCTATT TTCCTGAGCAGACTCCCAAT
YPTBI782 [ - - - - - - - - - - - - - + - - - - - - - - ACCTTGCCATTGAGCAGACT CACGCGTTGATCAGAAATTG
15-phage | YPTB1795 | - - - - - - - - - - - - - + - + - - - - - - CCTGTGGTCCCTTTGACACT TCGTCCCGTTCTACTCCATC
YPTBIS00 [ - - - - - - - - - - - - - + +w - - - - - - - GTATTGGGCGTGCTGTTACC TGACGTGGTTGAAATAAGCG
YPTBIS06 [ - - - - - - - - - - - - - + - +w - - - - - - AAAAGCGAGGAAAGGCAAAT GCTTGGCGGTATGTCATTCT
YPTBISI2 [ - - - - - - - - - - - - - + - - - - - - - - CCCTTGACGCAACATAACCT ATTTGCTCGGCATAAGCATC
YPTBIS3 [ - - - - - - - - - - - - - + - - - - - - - - GAAATCTCAAGATCCGAGCG GCCACGCATCTTTATCGAAT
YPTBIS37 [ - - - - - - - - - - - - - + + + + + + - + + CATCCATCAAAACGACGAAA TGTGGAGTGCGGTACGTAAG
YPTBIS43 [ - - - - - - - - - - - - - + - + +w + + +w + + GCTGCCCTGAATTCGTTAAG GTGACTGCCTCGGTGCTACT
YPTBISS9 [ - - - - - - - - - - - - - + - + - + + +w + + TGGATAGCTGGGAAAAATGG GCCGCCATGAATGATATTTT
YPTBISTI | - - - - - - - - - - - - - + - + - - +w - - + CAATGCGGAATTATTTGCAG TACGCCGAACCTGCTATTTC
YPTBISSS [ - - - - - - - - - - - - - + - + +w - - +w - - CAGGACAGACTTTCCATGACC GTCGCACGGGTAAGGTTAGA
16-other | YPTBISS7 [ - - - - - - - - - - - - - + - + - - - - - - CGATTCCCTTGCGAAAACTA CGGGAATGGTTCTTTGGATA
YPTBISSO | - - - - - - - - - - - - - + - + - - - - - - CTCAGTTCGTTCGCGAATTT CGATAGTCGGAACTTAGGCG
1 YPTB2181 [ - - - - - - - - - - - +w - + + + + +w +w + + + ACCAACCCATTCCAAGTCAA GACGTCGAAGCTCCATGTTT
YPTB2182 | - - - - - - - - - - - - - + + + + - +w + + + ATCCTGAGTTTGCTGTCGCT TCCTCTTCGCTGACAATGTG
YPTB2193 | - B = W - = = = = = = +w = + + + + + + + + + TGGCATCTTGCGAAAGTGTA ATCGGTGATGCGGGTATAAA
YPTB2194 | - - - - - - - - - - - - - + + + + + + + + + CCTGCTGATGTTGCCATTAGT CCAGGCAACGCTGAGTATTA
18 YPTB2196 | - - - - - - - - - - - +w - + + + + - +w +w + + ACGGTTTAGATCGCATGTCC GGGCAAACTGTTGTGCTTTT
YPTB2198 | - - - Hwo |- = - - = = = +w o + + + + o +w + + - ACGCTATTTTCGGCATGAAT GCAACAGTCCCGCTAATTGT
YPTB2199 | - - - - - - - - - - - - - + + + + + + + + + GTCATTGGCAGGGGATTCTA AGCTCTCCAAACTTACGGCA
19 YPTB2201 | - = = W - s 5 W s s z +w B ¥ + + + + + + + + TCAGTGACGTTCCTCGTCTG CATGGGATCAAAGGCTCAAT
2 YPTB2205 | - - - E - - - E - - - - - + + + + + + - + + GCTTTCGCGCTTATTACTGG TACGCCAAGTGACTCAATGC
YPTB2207 | - - - - - - - - - - - - - + + +w + + + + + + AGCAATGTGTCTGAACTTTCTTCA ~ CATATTGCCGTCACCGACTACACC
YPTB2455 [ - - - - - - - - - - - - - + - + - - - - - - CTGGAAGATGAAGACGGGAA ACTGTTGTGCATGGAATGGA
Iphage | YPTB248 |- - - - - - - - - - - - - + - + - - - - - - GGCTGTAAGTGGCTTGGAGT TCAACCTGACCATTGGAACC
YPTB2460 | - - - - - - - - - - - - - + - + - - - - - - CCGGGGTGATTGTTTATCTG AGGGCTTTCAGACCTTCCAT
YPTB2462 | - - - - - - - - - - - - - + - + - - - - - - GCATCCATTAAGTCCGGATG CAACCTGTCCGTAAGCCATT
YPTB2491 | - B = W - = = = = = = +w = + + + + + + + + + GAGCGTTTCTCGTTCTACGG CGGCTTATACAAGGTCCCAA
» YPTB2493 | - - - - - - - - - - - - - + + + + + + + + + ACAGGACACCAAGCACACAG CGCGTAACCTATCCCAAAAA
YPTB2494 | - - - - - - - - - - - - - + + + + + + + + + ATTCTCCACCTCTCAGGCAC ATAGCTGGCACCGAGCATAC
YPTB2497 | - = = W - o = = o o = +w o + + + + + + + + + CGGAATCGCGTTTGATAACT CGGAATCGCGTTTGATAACT
other | YPTB2749 [~ - - - - - - - - - - - - + + + - - - + - + CAGTAGATGCAGCGGAGAAA GCTCAGCCCAGTAACCATCT
YPTB2751 | - - - - - - - - - - - - - + + + - - - + - + GCTACAGCGTTAGGGCTTTG TGCCTCGAGTCAATTCTCCT
25 YPTB2793 | - - - - - - - - - - - - - + + + + + + + + + TCTGTAAGGGCAAAATTCCG CCAATGAGCATCACGAATTG
YPTB3129 [ - - - - - - - - - - - - - +w - - - - - E +w - TTTAGCGGTTCTTAGCGGAA ACCCTGGGGTAGGTCTGTCT
YPTB3135 | - - - - - - - - - - - - - + - - - - - - + - GGGATGATTTGATTTTTGCG CCCGCTATCCCATTCATTTA
YPTB3140 [ - - - - - - - - - - - - - + - - - - - - - - CGGCGCGAACACTTTATATT TGGCCCAACTATCCAACATT
26-phage | YPTB3145 | - - - - - - - - - - - - - + - - - - - - - - ATAACGCGGAACTGATTCCA AACTCCACGACGATTTCGAG
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+: amplification of expected size

+w : weak amplification of expected size

* Regions possibly horizontally-acquired (phage or other origin) are indicated
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