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a panel of strains of the two species
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Y. pseudotuberculosis strains(Serovars I through V)
T T n v T [

Oligonucleotides used for PCR

Primer 1 Primer 2
[GCTGCAGGAAGGCAAAGAAGAG ACCAAAGGTGGTCTGGCTCTTG
[CCTCGAAGATGCCGCTGATG GATGCGAACATCACCGACAGG
[TGTTTGTGGGTACAAGTGCG AGGTAAGGCCTTGCTGTGAC
[CACACATCAACACCCAGCTTCC ATCAGTATTCTCCGCGAGGCTH

GCTATTCAGGACGAAAGTTCTAAGTG(GTGGAGAACTTACCAGAAGATCACATT

[CGATTACGGAAACGGTATGTCGG

CTCGCTGGC

[TATTCGTGGCTGGGATGATGG
AGCCGTGTTTCCGTCTTCACTC
‘CGGAACTTAT(

[CGTTCTGCGCGATATGACACTG
[CAAGAGCGAACCCGCACATTAG

GCTGCTAATTTCCGCGCAATC
AACCCACATGTATCCGCACAAAC

AAACGTTCT
AGCGCAGCCTCAATCACATCAG
ATCATCCGTAACGCCTACTGCC
CGGATCTCTGCCAATATAGCGG
AATCACACCTTTCGGAACAGGC
TTCCAGACTCCAGAGCCTGTAGG
AATTAGTTCGCTGCCTTGCTCC
TCCAC CAAAGCATAGATGTCGTG
GATGGTTTCAGCTCGCCGATAG
TGATCCCGTAAGCGCCAATAAG
ACATGAACGGGCAGGGAATG
GCAGAGGCATAAGGAAAGCAGG
ACCGGTTCAAGGTGGCTTTGG

AAGCTGCTAACTCCCGCCTGAC
CATTGGGTGGTGAGACGTACGAG
ATAACGCGCACACGATAACGAG
GAACCTGAATCTTGCCATCC
TCTTGACCCAGCTTAAGTTTATCG
CATTAGCCTTCTCCCGCAACTG

[TGATCGGCAATGCTGAATCATG ATCCAGCGCGGGAACTGTTC
[CTGTAATTGCCGCCCTGCTTG CCGCTTATTTGGCTTGTGGC
[CCGAGCGGTTAAGGGCTACATG AAGCCTCACGGAAGCCAAATG
[GTTCTTGGTCAAGCCGAGCAGG ACCGTATCTGCGAACCACACCC
[ACCTTGTCGATGGTGGCTGAAG AAGCATCACCAACCTCTTTCGC
[GGCCGAAGCATTCCAACAGTC CCGCGCCAGTTCTTTACGAG
[GTCGTGCTCCGTGAGTGTGTTG CGCGCCACTCTTCGGTTAATC
[CTGTTGGACTTCGCAAAGCATG CGGCAGCCATATGAGTGACAGC
[GCTCAAAGAGCAAGGCGAGAAC CATCACCAAGCACCCGATCAC
[CGGTATTCAGGCGTTGAGTGC CGTCGATTGGCGCAGTATCAG
[TTTAACGGCGTTTGCTTTAGCG AATAGCTTCCACGGCCAGCATG
[TTGCCGGATACGACAAAGCTG CAATCGCGCCAACCATTACG
[ATGCGAGCGACAGCAACACG CAGTAATGCCGCTGGCTTAACG
[TACGATGTCGCCGGTTGGTAAC ATATTGCCGTTCGGGTCTTTCC
[AGGTATTCCGTTGGCTGCTGAG AAATGCCGTTGGTTATGCTTGG
[ATCCCGCAAATCACCGAAGTG GAATACCACCGCCACTGTTTCG
[ACATTCACGTTTCGACACATGCC TTCGGGTAGTTATTCGCAAGCAC
[CGGATGTCTGGCCTGCTTTC ATAACGGACAGCGCAACGCTC
[CACTTGGCGCATCTTCAATTGC CTTGAGCATCAATCGCATCCTG
[CATTTCTTTGGCGAACTCAGGG CAACGGGTACGGCCTTGATG
[AGCCGCCAATGGTGATGAATC AATCGCAGCCATTACCTGAACG
[GCGAGAACCTGGCGACAAAC CAGCATGCCATCTTCCAGCAG
[TTGTCACACCGTGCGTCATTG AATTTCGGCAAACGTTCTCGTG
[AATGAGCCATGGTTCGTTGCTG TCCGTGAACTGGTCTTCGCTG
GCGATCATTTGGCCTATGGTG GGGTGCATACCGGGATTTATTC
[TTTGGTGCTGGCTGGATGC TGCGACTTCTGTTTGATTTGGG
[TCGGCAAGGATGAGTTGGAGC ATACCCGCCGAGATAACCGC
[GTGTAAGGTCAGCCCACCCAAG CTGTTTGACCAGCCGCAGTTC

[ TCGTCGCTACGGTGTCAATCAG CAACTGGCATTGGAGGATTTCC
[TACCACAATCACCCGCAGTTGG CGTTTGGCTGGTTGCTTAGCG
[CAGGCACAGTCACGTCAGAAGC AATATTCACATCGCCGGTACCC
[AATGGACTGGTGGCGTGTGG ATATCCGGTGCCGCACTTACATC
[CCGAGGTGGTACGGATTTAG CAACCTGAAATCATCCAGGC

[CATTTGATTGCTGACCCAACTGG

TCCACACCGCAATCATATATCCC
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21 - assigned as "unique" byy405 [ YPO4029 + + + + + + + + + + + - + - - - - - - -
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vonly in CO92 absent  [YPO2276 |+ + + + o+ S - - - - - _ o - _ _ _ 5 5 5
bsent |YPO2276a| -+ + + + o+ S o o o - - - + - - - - - - -
absent  [YPO2277 |+ + + + o+ S = = = = = = + o + o o o o -
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 TTGCATTGATTAGGGTGATTGTTTG
TGGTGAATATGTTGGATGGG
 TGCGGGTGGGAATGTGTTG

TGTCAGGTATTCAATCGGCATCAC
TGCATGGGCCACGATCATC
GGATGACTTTGH
TCGAGATTGCCACGGATAACG
[AATGCAAGGTGCCCGAGGAC
GTGGTGGGCTTGTGATGATGG
GCCTCATTTGGGTTCTCAACAAG
[AACGGAGTGCTCGCCTGATTG
(GCCATCCATCTTGGAACTCTGG
TGAAGCATTCCACGGTAAACCATAC
T TTCTAGGCCAAC

ATC
TGGTGCTCGCCAGCGTAATAAG
TGGATACATCAGGTTTCGATATTC
GCAGTTTCTGGCGC
(GGCCGCATCTTCATTTCTC
LuTAL-T( "AGGGCTTCGTTGAAATC

ATGGCGAATCTTCGGTAG
Ab GTGATTTCTGACGATTCG
TTCATGACACATCAGGAGCTGAAAG

CGTGGTTACCATCGGCTTTATACAG
TCAGCTAATTGATTATCTAGGAATTG
CATCCGCGCTATGGTAAACACC

TGCCTTTATGTCGCCATACACAG

TTTCACCCGCCAAGTAAGCTG

ATGACGTCCTGCACTGAGGCAC

GTAGCTGTGACCGCCAGTTTGC

GGAATTCGGCCCTTTAACCAAC

CGTCTTCTTCGACCAATCCATTG
C

TG
AATGAATTC bTuLuTTAL.AAL G
AGH TAA( CAATCTTTCAAGTGCAG
JGGCTTCTCTAAG
TG TTL TT(,( GGAGGGTTG
CAGAAACCTGCCTTGCGAGTG
TTGGGCGTCTCA AATA]‘K

NC:: present., but not called

+: amplification of expected size

-+ no amplification

[Table 6b: Y. pestis-specific gene clusters identified by genome comparison and strain

Product
Locations in . pestis- Locations in Y.
V. pestis specific regions __ CO92 estis -KIM10+
YPOO38T Y3797 hyp. protein
YPOO3SS Y3796 cons. hyp. protein
YPOO389 NC  hyp.protein
YPO0390 Y3794 hyp. protein
YPOO39T Y3792 modification methylase
YPO0392 Y3791 hyp. protein
YPO0393 Y3790 hyp. protein
YPO0394 Y3789 hyp. protein
403002-  YPOU396 43057433786 hyp. protein
Cluster 1 (11846bp)* 414847 YPOO397 4217588 ¥3785 hyp. protein
YPOT668, 1829 Putative membrane protein
1898550- YPOI6T0  2013875.¥1831  cons. hyp. protein
Cluster 2 (8174bp)* 1906732 YPOI671 2022049 y1832 _Putative DNA-binding protein
YPO2084, ¥2227 Putative phage integrase (pseudogene)
YPO2087 NC  Putative phage excisionase
YPO2088 ¥2224  Putative methyltransferase
YPO2090 ¥2222 Putative phage protein
YPO2091 ¥2220  Putative phage antitermination protein
YPO2092 Y2219 hyp. phage protein
YP02093 2218 Putative phage protein
YPO2094 NC  hyp. phage protein
YPO2095 Y2217 hyp. phage protein
YPO2097 NC  Putative phage protein
YPO2100 2214 phage regulatory protein
[Cluster 3 (12666bp - putative YPO2102 ¥2212 hyp. phage protein
lambdoid bacteriophage)* 2362091 YPO2103  2443827.¥2211  Putative phage terminase (pseudogene)
(585bp) 2375656 YPO2114 2456492 ¥2201 _hyp.phage protein
2541157- 2317545-
Cluster 4 (775bp)* 2541931 YPO2261 2318319 y2103 _hyp. protein
2785156. YPO2485  1gg5078-¥1702  cons. hyp. protein
Cluster 5 (1868bp) 2787023 YPO2486 1886945 y1701 cons. hyp. protein
4024090- YPO3609 75130 Y0265 cons. hyp. protein
[Cluster 6 (1086bp) 4025175 YPO3610 279215 y0264 cons. hyp. protein

NC = Genes present but Not Called inthat genome
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