Table 7: Pseud in Y. dotuberculosis 1P32953

5 P

Y. pseudotuberculosis Y. pestis KIM10+ Y. pestis CO92

1P32953 gene gene gene Type of mutation

Product

YPO0962

start codon mutation
partial
1S100

molybdopterin-guanine dinucleotide biosynthesis protein A
colicin

colicin

hypothetical

putative resistance protein (transport)
insertion element protein

transposase

Integrase (intB)

putative cytoplasmic protein
5'-nucleotidase/UDP-sugar diphosphatase
phage integrase

hypothetical

integrase

phage family integrase

putative prophage integrase

putative class II aldolase-family protein
putative bacteriophage protein

putrescine transport system permease protein
transposase

cytotoxic necrotizing factor

integrase

conserved hypothetical

phage replicative DNA helicase

putative transposase

conserved hypothetical

putative major tail sheath protein
hypothetical protein

transposase

putative transposase

putative transposase

na+/H+ antiporter

putative LacI-family transcriptional regulator
pili assembly chaperone protein

flagellin biosynthesis txn reg.

glucans biosynthesis protein
hemalglutinin-like secreted protein
hypothetical

putative acetyltransferase

integrase

PTS system, cellobiose-specific IIC component
Conserved hypothetical protein

PTS transport protein

insertion sequence protein

putative prophage protein

Putative surface protein

integrase

conserved hypothetical

insertion sequence protein

insertion element protein

insertion element protein

putative exported protein

transposase

hypothetical protein

putative hemagglutinin/hemolysin-related protein
Conserved hypothetical protein

hemolysin activator protein
pyridoxal-phosphate dependent protein
putative phosphoribosyl transferase protein
phage hypothetical protein

mur restriction system protein, pseudogene
formate dehydrogenase-O, major subunit
transposase

NC = present but not called
F/S = frameshift

a pseudogene but previously called as a functional; or missed in the annotation
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