Supplemental Figure 2. The majority of HCT-116 Cas9 cells are affected by crGMNN. A.
Histogram showing a shift in nuclear area for the majority of cells transfected with crRNA
GMNN as compared to non-targeting crRNA in polyclonal HCT-116 cells. B. Clonal
HCT-116 cells shows an even greater fraction of cells with ~7x increased nuclear area. C.
Magnified version of the data in B.
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