Bipolar disorder associated microRNA, miR-1908-5p, regulates the expression of genes functioning in neuronal glutamatergic
synapses
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Supplementary Figure 4 GO analysis of miR-1908-3p and miR-1908-5p target genes. There was no significant term in the Molecular Function and Cellular Component
categories from miR-1908-3p targets (a). There was no significant term in the Molecular Function and Biological Process categories from miR-1908-5p targets (b).
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miR-1908-5p putative target genes (225)
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