Supporting data S2.
Gene ontology terms mutation identified

GO term Count
proteolysis 10
immune response 9
post-translational protein modification 9
regulation of transcription from RNA polymerase Il promoter 8
protein N-linked glycosylation via asparagine 7

ER to Golgi vesicle-mediated transport 6
chromatin organization 6

protein ubiquitination involved in ubiquitin-dependent protein catabolic process |5

G2/M transition of mitotic cell cycle 5
intrinsic apoptotic signaling pathway 4
microtubule cytoskeleton organization 4
protein processing 4
vesicle-mediated transport 4
proteasome-mediated ubiquitin-dependent protein catabolic process 4
DNA replication, recombination, and repair 4
negative regulation of DNA binding 3
proteolysis involved in cellular protein catabolic process 3
negative regulation of phosphatase activity 3
histamine biosynthetic process 2
regulation of cell-substrate adhesion 2
nuclear membrane organization 2

positive regulation of pri-miRNA transcription from RNA polymerase Il promoter |2

DNA topological change 2

negative regulation of retrograde protein transport, ER to cytosol 2




Supporting data S3.

Pathway analysis results muation identified

Protein processing in endoplasmic reticulum

| PROTEIN PROCESSING IN ENDOPLASMIC RETICULUM | Golgi hody

Ribosome

Protein export

Translocon

Lectin associated

Correcily folded
S -

Ribosome anchor fp1a0 |

Re-glucosylation ER-associated d')zgmhﬁnn

(Gl |Cimpe [ser]
Protei meogmition . » . _
-- Lt it - it}
T oliding intermediate e-ghsosylation
G192,
Misfolded

llusﬁ:ldell

Accumulation of
misfolded proteins M&W -
|
€7 BiP
Unéolded protein responce
(UPR) ERSIESS  poloase of Bip

BiP

complex

Prion diseases

COPIL
Aftenusting F—— (Golgibody)
protein synitsis
Ubiquitin ligase complex
Nucleus
corevisiae)  (Mavarnals)

—
ﬁ.rlr-mc_*

AR WSTF _ .~
AF-2  [AFE

Fa

T o -}. VDR
T {7

DBD DBD




Supporting data S4.

Gene ontology terms expression silenced

GO term Count
small molecule metabolic process 32
gene expression 22
apoptotic process 18
innate immune response 18
mitotic cell cycle 17
translation 14
viral process 14
cellular nitrogen compound metabolic process 12
negative regulation of apoptotic process 12
response to drug 11
RNA splicing 10
neurotrophin TRK receptor signaling pathway 10
multicellular organismal development 10
cell division 9
DNA repair

SRP-dependent cotranslational protein targeting to membrane

mMRNA processing

regulation of cell proliferation

lorganelle organization

translational initiation

viral life cycle

mitotic nuclear division

translational termination

selenocysteine metabolic process

translational elongation

peptidyl-tyrosine dephosphorylation

viral transcription

selenium compound metabolic process

nuclear-transcribed mRNA catabolic process, nonsense-mediated decay

G2/M transition of mitotic cell cycle

tumor necrosis factor-mediated signaling pathway

G1/S transition of mitotic cell cycle

DNA strand elongation involved in DNA replication

response to toxic substance

lantigen processing and presentation of peptide antigen via MHC class I

apoptotic signaling pathway

regulation of cell shape

positive regulation of NF-kappaB transcription factor activity

telomere maintenance via semi-conservative replication

telomere maintenance via recombination

telomere maintenance

T cell costimulation

response to nutrient

lanaphase-promoting complex-dependent proteasomal ubiquitin-dependent protein catabolic process

lestablishment or maintenance of transmembrane electrochemical gradient

regulation of reactive oxygen species metabolic process

spindle assembly

inactivation of MAPK activity

DNA replication initiation

DNA damage response, detection of DNA damage

nucleotide-excision repair, DNA incision

regulation of cyclin-dependent protein serine/threonine kinase activity

positive regulation of actin filament polymerization

negative regulation of glucose import in response to insulin stimulus

T cell antigen processing and presentation

DNA replication, synthesis of RNA primer

regulation of transcription from RNA polymerase I promoter

positive regulation by host of viral genome replication

negative regulation of systemic arterial blood pressure

ribosome assembly

negative regulation of protein kinase activity by regulation of protein phosphorylation
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activation of cysteine-type endopeptidase activity involved in apoptotic process by cytochrome c




Supporting data S5.

Pathway analysis results expression silenced

Pathway Count
DNA replication 5
Viral carcinogenesis 8
Ribosome <
Epstein-Barr virus infection 7
DNA replication 5
TNF signaling pathway 5
NF-kappa B signaling pathway 5
Glycolysis / Gluconeogenesis A
Carbohydrate digestion and absorption 4
Proximal tubule bicarbonate reclamation 3




