Fusion/Gene |Left Primer |Left Sequence Right Primer |Right Sequence Size (bp)

A 1L-6 AGGCACACACTAAGGGCAAC|IR-6 AGAAAACAGACGCTGGGAGA 205

B 2L-6 GGCAGGTTATAAGGGGAGGA J2R-6 TGATCTTGGCTCACTGCAAC 228

C 3L-6 AACTAAGCCCAAAGCAAGCA J3R-6 AGCTCCATGACCACACCTCT 174

D 41L.-6 TGACTGAAACGGAGCATGAG J4R-6 CACTAGGGGCTTGCATGATT 214

E 5L-6 AGGAGTCAAGATGGCACCAC |J5R-6 CACACACACACACACACACCT 187

F 6L-6 GCAGGAGAATTGCTTGAACC J6R-6 CGTGGGAATTATGGGAGCTA 250

G 7L-6 TTAGCAGGGTACAACCACGA |7R-6 AAGGAGACCCTTGGAGCCTA 241
8L-6 CGTCACACGACCTGGTTCTA [8R-6 AGCCCACAGCATCTCTCTGT 233

GPX7 GPX7 Left ATTCTGGTTGGAGTGGTCTG |GPX8 Right JAAAAGGAAGGAGAGCAAAGC 129




