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Supplemental Figure S6. Prediction of translational products from newly discovered transcripts. (A)
Distribution of protein length predicted from novel genes. (B) Boxplots showing the length of protein
and the percent of novel genes used for translation. (C) Scatterplot of the percent of new genes used
for translation and the length of proteins. (D) Histogram showing the distribution of protein length from
novel AS isoforms. (E) Histogram showing the locations where alterations from AS isoforms occur
relative to annotated start codon.



