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Supplemental Fig S2

Supplemental Figure S2. Replicate correlation validation. (A) Pearson correlation matrix of the total tag
count of TFIIB Rep 1, Rep 2, Rep 3, Pol II Rep 1, Rep 2, and Input in a 500 bp window centered at annotated
human TSSs (N=26,163) (B) Heatmaps of all PIP-seq replicates in a 1kb window aligned relative to human
TSSs (N=26,163) and sorted by total tag count of TFIIB replicate 1 in 500 bp window centered on TSS.


